PCT 



.: IS R * » a 




(51) Beg#!f#il7 


Al 


(11) BRi&H** 


WO00/70055 


C12N 15/45, C12P 21/02 










(43) sg^m a 


2000^1 Ul 23 0(23.11.00) 



pi) BBRHura* 

(22) BBBitillB 
(30) 

^^11/200740 



PCT/JPOO/03194 



2000^5^ 18 0(18.05.00) 



1999^5,318 8(18.05.99) 



JP 



(71) mmx (*■«:»< r-<-CO»Sl»COV^T) 
(DNAVEC RESEARCH INC.)[JP/JP] 

T305-0856 3E«*0<tfrfT«#-&lTi25#ll# lbaraki,(JP) 

(72) »W# : *J,fctf 

(75) #9!#/fcrjgiA OKHKOV^T©*) 
£ f5ES(LI, Hai-Ou)[CN/JP] 
* ffi*$(SHU, Tsugumine)[JP/JP] 
±ffl^#;(UEDA, Yasuji)[JP/JP] 
»&JIIS(HASEGAWA, Mamoni)[JP/JP] 
ffiffl ^(IIDA, Akihiro)[JP/JP] 
¥09 &*£(HIRATA, Takahiro)[JP/JP] 
T305-O856 S6«*0< ^rT« : i 1 £lTB25#ll^§- 
8:5££^i: "r-d-^y* W9ffifft Ibaraki, (JP) 
IS ^fP(KUMA, Hidekazu)[JP/JP] 
T 30 1-0044 £ttJft«4rttrti/Mg4-6-3 
£w#KISitfca:£ft **»/N-f yA203 Ibaraki, (JP) 



BUH §£(ASAKAWA, Makoto)[JP/JP] 
f 561-0825 ^K^pa^mr*»r3-2-i 
Sof/¥*MWI|*3l9*S Osaka, (JP) 
(74) fttlA 

fffTK^IiS, *KSMMIZU, Hatsushi ct al.) 

T300-0847 mUk±atMBmAA BBtto<tftryU6|» 

Ibaraki, (JP) 

(81) AE, AG, AL, AM, AT, AU, AZ, BA, BB, BG, BR, 

BY, CA, CH, CN, CR, CU, CZ, DE, DK, DM, DZ, EE, ES, FI, GB, GD, 
GE, GH, GM, HR, HU, ID, IL, IN, IS, JP, KE, KG, KR, KZ, LC, LK, 
LR, LS, LT, LU, LV, MA, MD, MG, MK, MN, MW, MX, MZ, NO, NZ, 
PL, PT, RO, RU, SD, SE, SG, SI, SK, SL, TJ, TM, TR, TT, TZ, UA, 
UG, US, UZ, VN, YU, ZA, ZW, BWHWf (AT, BE, CH, CY, DE, DK, 
ES, FI, FR, GB, GR, IE, IT, LU, MC, NL, PT, SE), OAPI#fF (BF, BJ, 
CF, CG, CI, CM, G A, GN, GW, ML, MR, NE, SN, TD, TG), ARIPO^ 
3* (GH, GM, KE, LS, MW, MZ, SD, SL, SZ, TZ, UG, ZW), =^—y > 
TftVt (AM, AZ, BY, KG, KZ, MD, RU, TJ, TM) 



(54)Title: RNP ORIGINATING IN PARAMYXOVIRUS 



(57) Abstract 

A functional RNP containing (-)-chain single stranded RNA originating in Sendai virus which has been modified so as not to express 
any envelope protein. An RNP containing this foreign gene is prepared and inserted into a cell with the use of a cationic liposome, thereby 
; iiccessfully expressing the foreign gene. 
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fig^^yA^S^§i^$*5iI^JiT*^^Uo^^;b^©RNA^A*.T>f-yy 
A&^fc »J /frj£gg#wi^M^£-#: (ribonucleoprotein complex; RNP) (DBX 

T^ZblZ-Tjj-ZWmA (nsRNA) u i«OlMt'0*til L 

x DNA7i-XSSpfc«:^fca&|fefift'N0ja*a» ( integration) i&gd £>fcv\, 
St:ttEHAI^±offiPffi*tftx. i feB»t)nt^3a:^o uti^MiiT^ t7i 

-b>^^^>f;i/X{i^tiST^±Xt|RNA-j7^;u^T\ /^*V"M;i^ ( 
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paramyxovirus) (III^ murine parainfluenza virus©— W~C So Z.OVJJl 
X&thlZttLXmWM&te^£9t>tlZUZo £tzs 7#St||c (Z strain) 

$>% (J.of General Virology (1997) 78,3207-3215) o Z<Dm±^? ^ ? V t?4 

7co -fc>^ ^^;i/^(±-o©Jc:>^D-7 , M^>>'^ST-$)Shemagglutinin- 
neuraninidase(HN) ^fusion protein(F) ZftLZ1§£ffliMmiZ&M> f&M&% 
®&mz&fr(DmkXV \z£V#?ZI'*7'UtJ > (RNP) ^ 

fc<DmZ-ft&t -SRNA^ y A SiiMffilStiii t . * d t> ■< )V7, omkomw-w 
>f; 2>(Dm.m%'i70 (Bitzer, M. et al., J. Virol. 71 (7): 5481-5486, 1997) 

o 

LLC-MK2IMCT7 RNA tK U * 5— t?£=J- h*-f ^^-T^-Ob*^ 
5— fe**Wl£g(P ££1? L)£=2-h*UT^£3o©:/-7;U YtW%\zmU 

\z h7>x7x^i/s>u m&ftZ'$<{ jix®?; i±&m(D$mfoZ'&z>T> 

^m<Dmm^tz^^)i7.ni L <Dy^yyv-^m^t^^^mz^(D$>^( 
mtwte) ^rVARNPstcm^^^^o m^m^yv^^^oi^om^m^zit 

. Z OimmttlW; ARNPs£WJ§J5£«& 3 1 <fcJS§|3©Chorioallantoic sac(C& 
XVTW*>(DmmZft5 (Kato, A. etal. Genes cells 1, 569-579 (1996) 

)o 

tt^ih&Z\h1fi%\tb1XZ&*) (J.B.C. (1997) 272, 16578-16584). C©<k? 
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* Z tz #> £ „ & £ 4 )V 7s <D zc > ^ D - 7 9 y J 1 1 % Tf & 5 F * > ; 1 ^ ft ® $1 * 
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> £<fctf (b)-K (-) «-*«RHAtij;0 3-K$n^ »A(C)fgi§r ITS* > 

(2) (-) «-*«RNA#NP*Wt*fk P* >;^f % y'VW&K 

(3) (-) a-*«RNA*J-b>^«>-r;i/^t:*3fe1:3, (l)gfcli (2)(C|2 

(4) (-)«-*«RNA#. S&^fcJie^fczi-Kl/t^*, (l)frfc (3 

(5) (4) fcE«©a^^J:V*^*>™jr*$trafi?#A«tifi8«is 

(7) (5) (6) cB«©»fi?*Afflarii«r*j«jBK:iiA-r*xa*d 

/i^s^yfr-f/u^fskw)!/*© nip % p, m, f, hn n js&VLmfc^j tit, 

l^fcrn^-Ol^M N P/C/V M F HN - L 
JU77*<(frZm N P/V M F HN (SH) L 
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^-vw-aizm N P/C/V M F H - L 

^ 2 V t>4 (Paramyxoviridae) ©l/7tD^JI/7 ( 

Respirovirus) >^-f £^ ;i/*©&3a£^®J£SIE?'J©x— £^ 

-*©:7*HzV>3 >#"t&, NPjge?(C-Q^-Cli M29343, M30202, M30203, 
M30204, M51331, M55565, M69046, X17218, PiUs^KooTtt M30202, M30203, 
M30204, M55565, M69046, X00583, X17007, X17008, MSHS^ £o<^T& D11446, 
K02742, M30202, M30203, M30204, M69046, U31956, X00584, X53056, Fjffi^d 
o^T& D00152, D11446, D17334, D17335, M30202, M30203, M30204, M69046, 
X00152, X0213K HNSHs? tOMttt D26475, M12397, M30202, M30203, M30204, 
M69046, X00586, X02808, X56131, Ljgfi^Ho^TIi D00053, M30202, M30203, 
M30204, M69040, X00587, X58886^#^©C to 

* Ut7Dr^ > (RNP) &&mzMTZo *.>^u-7* >;V?M 

^ & < t & - o © x. > ^ n - 7* * > ; ^ n & %m t & v * ct a (c si ^ £ n & * ? ^ 

>?W'()\'ZlZ&%:-?2> (-) ^-*^RNA> £J;tf (b) ^ (-) m-*MMk 

(-) ^-*»Ai:^1-S^>/^ai:(i > ^ (-) i-»Ai:Igis 
<W££liP^tCifiit^U M (-) ll-*IIRNAi:^^ffMt-S^>^^M 
OC^^o 71^ ^V^l/*© (-) ^-#$IRM (^f J ARNA) 

(Ctt, NP*Wt*S^ P*W1*g, ^<t^>y^M^^bTV^o CCDRNP 
£^£ft£RNA#, RNA©^43ctt>*^M©fcfe©^i:«:5 (Lamb, R.A. , andD. 
Kolakofsky, 1996, Paramyxoviridae : The viruses and their replication, 
pp. 1177-1204. In Fields Virology, 3rd edn. Fields, B. N. , D. M. Knipe, and 
P. M. Howley et al. (ed.), Raven Press, New York, N. Y.) 0 *%W<DW.-afc 
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(-) II-*HRNAt^tie,(D^>A^M (NP, P, ££tfL* 

> lffllSF«3-eg^(cRNPm^^^1-^^SWf So £©£?£, «i:«A 
$nfeRNP(±«l*I-eJi*Sfr5ie^ (RNP^i§r#tC^$ft3MA)©:3e-g&£i| 

nso *»i!©^w-i4, »*u<f±> aifirt-ca^* (enp) ic^tnsRNA 
&«»r3f&**#-rs*©-c&*. 

$?ig-efe-So (RNP) ©S*fcl/rB\ t>^-)'f;^W, 

#lx.i£, jfe^*^;^ -^;wi7-f >7;i/i>if (SV5X th;^-f> 
^ % — ^©^ -7* >x z K<Df&&&nm % ti a «fc a iciiss^ nt ^ 5 „ 

^$}WSiJ-rs^>^o-7'^>y^Sh lilt F*wi#Jt* HN^W^St 
St <&M* W^SI#^f:f£ft3o £tz, £ft6©M^t>-rC&o-C&<£V\> 
(-) «-*3IRNA«U RNP©fl£j*K<Bg&NP*W1*Jf, P*W<*Jts ^.fcVL 
*>^#jr&3^?-S«fc?Kfl*S5£ftT^3o *^0^©RNP(3^Stl5 (-) 

-fe^^ ^-T;^ (Sendai virus; SeV) ©«£\ ^iD^WO^VA^ 

x&ms.ooojgg-^ ^if^-f ^aa 3'©^u-^-^£$5£, np(7*i/ 

**+r^KK P M (7h'J'^^ F (7a-^E», HN 
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5 case**-* »sb<«±F«fi ; f sfci4HN*e^ *svMifae 

# ^ * yfl) *»W©RNP "T 5 3 £ #T- § £ 0 RNP 

<Dmm\t, mz\tu,c-mmi&ftz-e'ttt>-£%z£&-<:%Zo w\ p^ £J;vl*> 

Wtfc«fcv^ MiP*BJSS£*a-fc«>C$B3S3tt3 P, £ £tfLilfi^l^ RNP 
*C^£*iS$VA£=2--K£ftS NP.P, j3<fctfL»£^i:^±£E--C&*i& 

sti&^o cne>©ite^A s =i->--r?,MeM©7'^y^iH^ji^ rnp 
$v &&^-)*tz*>ji2n<D7$ymmm : £cD£$.T:&< vj arna 

iiffe© £ ^ ;^®4S|5jite^T'^iffl LT * £ wp«^nnK> d ©RNP 
fr&RNPfcJM1-.5fctt, IBliac^^T, NP, P, £<fctfL* W^ICi:££F*> 
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u-rtyjitMs mz.&Tkm&nft&tJAZ (vsv) <DGt>>jV7g (vsv-g 

) zmJzzttfZ'gZo mz.&ik.m&nnfot? j )V7, (vsv) oG^y^^m ( 
vsv-g) zftmtzfflj&zm^z, *%W(DW?w.£fozmm$itzz\twz%z 

o 

% (-) m-*MMA£tz\*Z(DmffiMZn-\:t2>'<>7*-I)M*, x>^n- 
r^>;^I$^lt5« CiAltM^^ (b) 

^W1-«T^St£i*3^*-DNA(£, *^B^O^ftt^^n§ (-)$ 
-*fIRNA £fcte€©*§}iii {XV=r<<7m £:n-h*bT^£ 

feto(3{i$f * L^o #!;LI^ (-) II-^IIRNA^feti^ClgMm^ii- K-T -5DNA 
^T77-D^-^-6DT^^^^ T7 RNA *<;*7 — tflCJ: £RNA££¥£H* 

NP, P/C&cfctfLg &f?©&gi^ 7 * - h7^7i^'>3>t 
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HMD. 

a*© h7>*7x*'>'3>R|g#*iJffl-C$<5. 0>Jx.l£, DOTMA (BoehringerK 
Superfect (QIAGEN #301305), DOTAP, DOPE, D0SPER (Boehringer #1811169) & 
Z&m-fbtiZo x>KV-£*"C©#fl¥£l»«fc«K ^oa^>^iax.5Ci: 
(Calos, M.P., 1983, Proc. Natl. Acad. Sci. USA 80: 3015) o 
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& £ tltz % COX $> O X & ct 

^ # -DNAJ3 ^ae^ £ 3g A "f 5 li ,05 x. -tr > ^ 4 ;i/ * *c £ * — DNA 
fcfc^TIi, <EWIS(B)EWi:lE?Hltt(S)BJIIi:OBlii:ic % 60te»0E£S 
S^fSE^JSfllA-rac: i:*sa$ (Journal of Virology, Vol. 67, No. 8, 
1993, p.4822-4830) o J )lZCO&mfc? (NP N P, M, F, HN X £ 

fc*<Dftm&mfte^&5iztztztbs K&i&B^cDmztzir&zizmE. e-i-s 

(-^ma©^^^^*^^^;^©^ i>±cQmfc?mmzjsux 
) *feiiNPae^i:Pjie^0iat}$Ai- s^^AsffSb^o miz, jfA&g#* 

©»31£<£<»*5;fc#>Ctt, fliK*:*^ :7£©£*5'fiU -r&b^S^S 
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t**—H\ Kato, A. et al., 1997, EMBO J. 16 : ' 578-587S OTu, D. et 

al., 1997, Genes Cells 2: 457-466©I3«H^l;Ts VKDZolZLZmmtZZ 

£1\ ma©^*atfi?©cDNAJfi*iB5>J*^tpDNASC«*ffli»1-ao DHAtttttt 
, 25ng/AlW±©^t*m^ftJ^(-#-©7-7^^ F£mBX%ZZ£&&£ 

Cftr A"f *»£&08C i: o TRtPi"f 5. B W i: f S cDNAJBSS^©* CNotIBB 

KE*J£gft£tffc^j:$fctt£E?!l£afe£U HotI«WSi* : P«)l»*UT*< c 

iX3fcWfM-<z>ii53»**Notia5fiti: U cF J»C-b>^-r £>f;i/;*©$K¥i&*SE?!l 
(E), ft&Bffl (I) SVft^WJ6EW (S) (EISEJ'J) <D3M-&tttRt 

ztzMz, xotmm&m®m®GLmmRvmm®&mn cek ^se^j (i) & 
vte^sw&Eai (s) fciwae^-ffoE^^tfrT-fT-wtbT^ ? 

KW^jaDRAEWaV U^-^ill^JE!gDNAE^J(7>5 L 't:>^^)?:f^t-S 



tcffit© 2 EJLt©*£ l/tff - K (#£ b < I2GCG> KC<0NotIBW&tt£*©E?!l 

* s ^sna^4ttak b<t±ACTT) &»ftu ^oywcHotiBBSWfl: 

gcggccgc£{t*n U £ £ C*03' Wc*^— 9— WMt bTftl© 9 fett 
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9 IZ 6 ©fg»£in;Lfcft©JgS£fllH]U * 6fc*©3'fllt:Bfa©cDNAOP|j(&ii 
K>ATG*6cn*^tt)T0RPOl&2 5ttlfrBa©EJ!l*ft2inLfc^»fc"r4« * 

&©J£SI£G£ fcttC LteZ&o \Z&ffim<DcdMfr<b® 2 5 MiR IT7^7 

- KfflO^fiM- U =TDNA©3' (DMM tt & Z. tittftS. bV^o 

•J ^-*ffl£jftDNAE^JIi5'fflfr£ttlE© 2 &±©7 £ l/tf^ K (*?£ t < I* 

GCG, GCC©NotI^Mfia*©iH?'J^^SiX^V^4^a, £ b < iiACTT) 

mwtztzto®n\&if 1 r(D*v3i)n*tfmtz>o cca-yuDNAo^Bu Noti 

Ritastfcgcggccgc£^#>, cDHA©ft««««E?Ui:aifi"r*Hr>^-f *-01/*tC 

fc*S£»£»fr-ra (^fc>®-5 T6©;b-;i/ (rule of six)j ; Kolakofski, D. et 
al., J. Virol. 72:891-899, 1998)o £ &CJ$ AWr#©3'ffi0£-fe tf-OK* 

(Dsmn<Dmmmmm. #£ix&5'-ctttcaccct-3\ *?£b<&5'- 

AAG-3' \ E E*l©ffi*f ME^k L < 1*5' -TTTTTCTTACTACGG-3' , £ £ (3 ^©3' 
{ft|{3mM©cDNABE^J©^n K>^e,MHg[xT^2 5 i&gffi^ ©*B*§S1©*& 
©m^#G £ fcli C £ & £ £ 9 £MJR LTE?'J£tt;&n U U^'-^fflJ^ 
^-y=fDNA©3 , ©*^h1--5o 

PCRIi, Mz-\Z, ExTaqtfy^ — fe* (Sffiji) £^3iim©7Ji££^3<l 
£#T-£3 0 $f^b<liVent^yp<5— tf (NEB) £fl5^Tfrl\ titibfcgM 
^iiNotlT'^ftbfe^ K^^^-pBluescript©NotIgP{ii(C^A1-So 

^ h n tzKm%}<Di&mmt] ^y-z^-y v—z-mm u ie l v ae#j© 75 * ^ h* 

^^HtS^VAcDNAfc^ftT^;^ K©NotlM(I^D-n>^-rS 0 £fc 
T^X* h*^^^-pBluescript^^^t I (cNotIgpe{CiI^AU^^X.-b>^ 
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ftoZt&XZZ (HBR&RI97/16539^; ffl0g&K97/16538^; Durbin, A.P. et 
al., 1997, Virology 235: 323-332; Whelan, S.P. etal., 1995, Proc. Natl. Acad. 
Sci. USA 92: 8388-8392; Schnell. M.J. et al., 1994, EMBO J. 13: 4195-4203; 
Radecke, F. et al., 1995, EMBO J. 14: 5773-5784; Lawson, N.D. et al., Proc. 
Natl. Acad. Sci. USA 92 : 4477-4481; Garcin, D. et al., 1995, EMBO J. 14: 
6087-6094; Kato, A. et al., 1996, Genes Cells 1: 569-579; Baron, M.D. and 
Barrett, T., 1997, J. Virol. 71: 1265-1271; Bridgen, A. and Elliott, R.M., 
1996, Proc. Natl. Acad. Sci. USA 93: 15400-15404) o t>4 ^"^-DNAC 
43V^T^ m&?s HNJtfe^ £«fc tf/*fettl»e : ?&&fc£*fc»£CB\ 

©ilbTlix i^0F7>7 7i^^>3>W|iJfflt^. 0J*Kn D0TMA 
(Boehringer), Superfect (QIAGEN #301305), DOTAP, DOPE, D0SPER (Boehringer 
#1811169) fc£#$Stf£*l3. ®hLX\±m7L\ZV>m.*fri't?2**f%^tzl7 

>z7*#i,3>&&mfbix,z<Dy5mz£?xmmft£\^tzm\t$&'bM 

&rtlCfc+#&M©DNA#Aa^#$£ftT^ (Graham, 
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F.L. and Van Der Eb, J., 1973, Virology 52: 456; Wigler, M. and Silverstein, 
S., 1977, Cell 11: 223) Q CheniSitfOkayamafci: N 7 >77 T-&Wi<DmM<t* 
tfel*U 1) >ipa^-y 3 >^ff^ 2-4% C0 2 , 35°C, 15 

-24^, 2) -DNAf±ii0H*«k t)m&<Db<Difim&im<. 3) fmmm^mm 

m& 20^30 /ig/mKDt^mM^iZmm^ti^tm^LX^^, (Chen, C. and 
Okayama, H., 1987, Mol. Cell. Biol. 7: 2745) c <2>0#8clis Hift&r5> 
77 jc£*>a XCaSLT^So £ < ttDEAE-^** h^> (Sigma #D-9885 M.W. 5 

xio 5 ) &mzmm<Dmmg.\t-cmmLs F7^7x^^ 3 >^jw 

&*VO^ 0 &£i£(D%<\Z^>FV-l±(DrpXfrm$tlXL£5tz&s 
ntb2>tzth\Z>7UU*y-%:m7LZ>Z.h$)-(:%% (Calos, M.P., 1983, Proc. Natl. 
Acad. Sci. USA 80: 3015) o ©(DfimZ^nmXj&tmitiZX&X, MfflMR 

fli&te^t^? &x® j $>®<Di5mz}t^xw 1 m&&n^o ®m±>v]/7nM®n 
mmms w7<db. n& (mmm®**?^ mm) ^^7.7-om 

&<DfefcZmttZZ\tti i X%Z>(DX, *%BRiZ&^X\±, ^>^7j^3 
VSS^^jiLTV^o JfjifCli Superfect Transf ection Ragent (QIAGEN, Cat No. 
301305X $.fziZ D0SPER Liposomal Transf ection Reagent (Boehringer Mannheim, 
Cat No. 1811169) tfffl^^tlSo 

cdna;5> e> (Dmnmimfcmz £ o ic trf? -5 d t &x § 3 „ 

24^fr £ 6 ^g^© 77 73- v 9 71/ - Y £ fctelOOmm^ r V E.±X, 10% £ i/ 
J§£JEM(FCS):fccfctm£tJfl (100units/ml V >G*«fcV100/zg/il *h 

1x7 h T^f *») &£tfS'i>(&3U£il!l (MEM)§fflV%T , 9-;Hff«Eb*iffll!ai*LLC-MK2 
£70~80%3>7;ux> MC&-5£T*£iiU 0!lx.fcf 1/zg/ml psoralen (V^ 1/ 
» UVM^S^20^S-e^S{bUfe, T7* U p< 7— fe* S»3Rt Z*m 

z. r ?tr*/-7V>()\,7vm-Z (Fuerst, T.R. etal., Proc. Natl. Acad. Sci. USA 
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83: 8122-8126,1986, Kato, A. etal., Genes Cells 1: 569-579, 1996) £2 PFU/ 

mmmmWis 2~60/zg, £^£L<i£3~5Ag©±H3©M&;L-fe>^'i' 

W^M£fg3Iir£:7*-7;U K (24-0.5>ag©pGEM-N N 12-0.25/ig 
©pGEM-P, ££tf24-0.5;Ug©pGEM-L, £ S * L < l±Ug©pGEM-H, 0.5>ug© 
pGEM-P, jS^Vl/zgCDpGEM-L) (Kato, A. et al., Genes Cells 1: 569-579,1996 
) fcftKSuperfect (QIAGENtt) fcJB^fc U #7i^3 S h^>*:7 

3i^>>3>1-5o h^>*7x^3>£*Tofc«3u BfSC<fc 9100/zg/ml 
0'J77>ti/> (Sigma) h fc^ ^ K (AraCK £&#£b<tt 

40>ag/mlO>> h i/>77t; i/ K (AraC) (Sigma) ©»4^tfJfil?f ^ ^©MEM*eJ§ 

«^CfS«l:aK:*»JO*a*ft*W!^ta(Kato l A. etal., 1996, Genes Cells 
1: 569-579) 0 h5>X7x^^3><pe»48^7miBg*«*«^ «S&I§|JKU 

S 3LLC-MK2IBJISC h 7 > * 7 x £ >> 3 > -f 5 £\ $ fc»±:n >^ D — 7*3! 

s s (HM^J#k) o %m±m£ $ t n 5 * -r ;i>* *Hitt*jiii»*«six(HA) 

^a^-TSCiifcJo^-rsCfctf'rSSo HA& Tendo-point #^ j (Kato, 
A. et al., 1996, Genes Cells 1: 569-579) tz£*)V&tZZ£1fi-Ci* 
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Mte zotsmm®. z& a z t # t? § £ o <rn <=> ©smiac jgi &x >^ □ -r* > 

5fe^Sf7n M3-;HII, »?»g«4i?j , JP£*t, *&, pp.153-172 
)o JlftttKfciu fl*K N g»W*Jg*Sl;:A*l9M2BIH 37~38°CT*£ilU JBE 

^>^>r ^;i/*^*-©#Si •ussiiSffiic^o-rff^ ^t^^s (Eft; 

pp.68-73,(1995)) 0 
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fcS'cfcSfcln;^ £ft£M^10~15#ittiIU ^®±&#£ 10-40% i/3m*3 
E©±£MU 20,000~30,OOOrpmT30^-a^L> RNP£^tfiIi#&[H]iK-f 3o 

&£^&> <^;i/*£o.6% NP40, i%om^3-;nithy^i»s imkci 

„ lOmM /3-*n/i37'bx-9J-)K lOmMTrisHCl (pH7.4), 5mM EDTA (llttft) 

13^^1-0 2o°cT-2o^2sa u ii,oooxg-c-2o^i®^-r-5o mz<gts±mfr* 

50%?V-ku-)K 0.2% NP40, 30mM NaCK lOmM Tris HCK lmM EDTA izMM U 
, 39,000rmp, 2mm, 4 0 CZ&>bLZ%m*®®LtZo WSi£.$&tiZmtii&{* 
li> 0.5% Triton X-100&^triMKHg#Sc£-e\ 10~40%$/3*S5lEfc:SJl 
L, 20,000-30,000 rpm-?: 30#jS'OU RNP£^tf#-©M> KfcElJK-f S3 £ 

^Jx.«SS^* J pU>^Ma^7k (PBS) &£T-iS 
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#^:*><f£J§!»fCi£s mz.l£&mm&&® ¥5-508626^{C ^vtHSSiS (I 

DOGS (Transfectam™) £ tz (iDOTMA (Lipofectin™) (yx-rM^) 
DOTAP (v^5P;MtilrtJ) 

DOPE ( 1/ 7 7 f-i'Jl/x^ y -;i/7 ^ » 

dopc (^^-ix^->r;i/^^7 7'^^;u=iu» 

DPRI n--fc?>*-;i/MJE^ (RI) (DL-2,3-^*^Tn^;i/;r*^rn£;i/ ( 
V**)\/) Kn^aL^l/^bT^^A (Sigma) <7»vs;i/^ W;Wb 

DORI (BLtCD^U^l/gi^ft 

tetter J5im&tf u r x x #«j:c^bw *>fc£#3*fcr£n 

So 
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mm (ex vivo) &^iz£zmfc?mmm^tti<Dj]&iz£^r&, % 

mcmm^tcDmM^mm (apo izmm%}%kz%tz>mfc?z&m£i£2>zt 
#t*§s<> z<D&5tr&fc?tLz\Zs mtnm muc-i tit\t mc-m^>^> 
7=au v-h^yf-v (*mmmm 5,744,144^), gpioofctmfc^ 
m-fhtiZo dc^d^jte^tccts^i, mmm, mmm, m&mm 

) IL-2£-*tmL-12 t<DM.frfit># (Proc. Natl. Acad. Sci. USA 96 (15): 
8591-8596, 1999), ii) IL-2h-f >^-7iD>-r (^H^fFfg 5,798,100^) 

, iii) m&zm\,^tiz>mmt^u--mmm? (gm-csf), iv) mnm*mm 

tt&tbtz GM-CSF t IL-4 (Dmfr£<t>1£ (J. Neurosurgery 90 (6), 1115-1124 
(1999)) t£Z&mft>tlZo 

>^n-7\ B»^{Ii5V^Ti±^Jx.«x>^D-7•^^7 (Vaccine, vol. 17, 
No. 15-16, 1869-1882 (1999)), ^ XlIfc^TIi, 0!I;Ll£HIVgag£fcli SIVgag 
m°m (J. Immunology (2000) vol. 164, 4968-4978), >A 

^scon &%m^ >mm. * u as-* u 3 
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# (Kaneko, H. et al., Virology 267: 8-16 (2000)), 3 U^lc&^Tki:, friz. 
l£ziU7Mm<DB-y'73-—y h (CTB) (ArakawaT, etal., Nature Biotechnology 
(1998) 16(10): 934-8, ArakawaT, et al., Nature Biotechnology (1998) 16(3): 
292-7), &jtmiZ&^-a£s Mz.&'S.Xffi^J )lZ(Dm* (LodmellDLet 
al., 1998, Nature Medicine 4(8): 949-52), Tgmmz&^XlZs t h^tfo- 
;i/X6S©#7^> Y$y^Z\A (J. Med. Virol, 60, 200-204 (2000)) & 

WjVMZ&Z, << >->a U yn^O^y^ Y®mLft'€t>tiX^Z> (Coon, B. et 
al., J. Clin. Invest., 1999, 104(2) :189-94)„ 

m 1 &,Cre-loxPff*J#g3i^Ccfc Z>m&n<D%m.ZBVT Ltzt^Z* >7u y 
h ^f©^^^t?lt-$-5 oib¥%%mz «fc D J/tSeV-Fiatt h^XO^ ft 3 

la 2f*,cre-ioxP&cj; ^ ^m^mmLtzFm&mommmm^y' ^ xrvj 
t fefsjufc^tia-efc * oiitsev-Fm^^ffl v^tllc-mk2/f7<z>7 n — »m i 

t * —mmmfr & ©ra a see * h * 7 l fc c ##5! u • 

1. UC4K2*<fcVCV-l«4*n*n©IBfi*©*©HIS7-r«b- 
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2. LLC-MK2/F+ad* e fctPCV-l/F+ad(i7'5 ; >' "7-f ;i/7AxCMCre£in£;fc*ix-€ , ft0 

3. LLC-MK2/F-adi*«fc^CV-l/F-ad(i7xy ^^;i/^AxCMCre$^^T^*^^il 

4. LLC-MK2/F+ad 3rd(£77V ;U*AxCANCrefSS^3!Lfc«££ £C 3 
teJMft L tz Wm® ? 4 -b - r £*l t • 

5. ld£J;tf3dli*ii*ftgNMgSi& 1 B*5«fcV3 B^ito 

6. VacldiJd:t>*Vac3d«^n-€ t n7^v-7''>^;i/^^m 1 B£«fctf3 BOIBI 

7. AraCldjoi^AraCSdti^tl^tlAraC^^nbT 1-0*^15 3 B©M£?b?" 

o 

8. CHX ld££tfCHX 3dtt*ft*ft§a^JiRIMffiliM ^n^i/ 5; Kfe«60b 
T 1 B*iV3 B©»Il!S£$i-r. 

E6li, GFP^AF^^SeV cDNAfpSeVIS* /AF-GFP)£F#^LLC-MK2M£ h 
7>77x^y 3 > UTGFPOlgSI (RNP©^ai) ftSSf l/fcJg^^^f^Jfefe 
So ttJ«£LTFS£^£rae^©3'*^K>>*7;uU F££M(CGFP£>* 
ALfcSeV cDNA(FS/-^7;i/SSeV)^ffl^fco r a llj .JiSeV cDNACf&C NP,P,LM 
fe^-^^-T 5 77X^ K (pGEM/NP, pGEM/P, £tfpGEM/L) & HBfK h?>77 
x7^3>Lfc&GD£St>-fo ""cDNAj JicDNA (pSeV18*/AF-GFP) ©&©^> 
7 7 x 7 ^> a > fcUfc-To RNP h 7 >7 7 x * >> a >liGFP£$gSI UT ^3P0« 
SEURU OptiMEM (GIBCO BE)C»»U (10 7 «/ml), ftgM#3lsl< t)« 
Ufc 9 -f -b - MOOiU 1 * * >tt U * V - AD0SPER( ^- U > V > a -( 
A) 25/zli:S£U MC15£IHfl«l/t*»&, FfSSR9m (+ad) iZffilML 
s RNPh7>X7x7i/3>^fi : ofco M©*tM#fcl/CCre DNA'J3>K7— 

-tf^^-rssa^Txy^^^^^in (-ad)«£#^fco po© 

LLC-MK2^^{iGFP{iSeV^^;i/7RNP©^{C^#^(C^t5C^^Ji§L> 



WO 00/70055 



PCT/JPOO/03194 



-22- 



0 714, F^y/AcDNA"Cfl«t**nfc«li6WaRNP^ F»3l^;w*H 

^tz&m*7Ft^nX'$>2>oMP/oi±M?%mm (overlay) Lfclfflfl§£fiU RNP/t 
(4RNP * t ransf ec t ion L fe » £ fa 1" » 
El 8 J4s Ffcfctf'f F«3HilBliaK:»na«it:Jtli$iiSCi:*af*»fclS 

h %HJIi0!l 2 CIB«©Ff83aifflJ!a^y^7x^ 5/g >U «*±»*ISiRUfc« Z 

mmmmtwmmfflmzmmizmiiQ^ v u 7*^>#$h^#STt- 3 bf^ 
#bfco zcD&mzmfo FMiiatit h yr^^TT*©^ -outfit 

m 9 14> F&§unj&£*A Lfc»£fctt*wcF*fc«7-r &xifim*±MviWLm 
#aEti^ST-e 3 BiaJ§*ufcoT©t4F*»a«aiiiao±fii©»^©is**^"r 

o 

El 0(4, F^5fecDNA^-^IalJR$nfcb:U^->©y>'A«tJi*filS1'5fc«>xF 
IB31lfflJ!a©««±iSt|'©'>-f;i/^*lsIJRU total MkZt&ltiLZ, Fi:HN^7*n 

&@«*nfe^^;i/R^afi?tt»a*nfc#Fate?tttfttti*nr^Fafi? 

# £ y y A±tc#£ L & v ^ z. t WW *> t ft o tz 0 

mi lttx GFP©3tE^I4cDNA©^©^h|5ia©F©^^MC#2E-r-SCi: 
&^"rRT-PCR©|g**^"r¥K*e&*o l :+l8-NP, +18 Not b©#£©5£ 
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B« 2 : M-GFP, MF&B?&mB?->Km&mzft&tZZt<Dm%Zo 3 : FjS15^ 
> F*£^ ©#£©«&&• IF£SSeVfcFfc»GFP&3aSeV©y J AMS±l:^ Ufc 
o GFP»£WFfc»«(fclC#:aEU NP©3'*«£+18E&#©NotIiM h#&D> F 
#RNA^V A © if £ £ * L & ^ Z. t #«£g £ ft tz „ 

IgG(antiF,antiHN)^ffi £ & S^fc*g££*-r We* 5o 0 >f ;i/ 

* © jl > ^ d - 7* © x > w * ant it & f £ hn © £ a x a> ta z> z t ifi m & a & 
m bfcRT-pcR©^m$:^-rEit?*> So 

il5(t F£&SJSeV^*-tC«fc3in vitroT-©^$&,«'N©^2&¥;t£ 

121 6tt, (BMc-kit+/-) ^©F£&MSeV^**-©gA 

if. ^btm^tit-$.5o &«*/t-|±PEBW4/GFPttttft»tx *RW*- 
(±PEHtt/GFP^f4^Ji1-o 
HI 7{±, 7>> hl^s©^*-© in vivo fi#3)gl^^tfltife5. 
018ltF b SIR L fc F fcSSeV* -f ££tf ^#±?f * F $m 

MLic-wL2fflmzmmu h »;rs/>#«TSfctt*#aETTf3Bmi*itLJ:fli* 

01 9 (is 01 8Bt*^r«WaWCHAm47fftofc|||K*(laiifi ll*5«fe>- 
lane 12) £3Hlr»WC?i&aLTm#2B&0«E»<Z>HA assay^ffofc^m^ 

m2 oii, HAiwtTf*jfett*«&v^-f ^/^**ft««a-e«^fcis«*^-r¥ 
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■r^^T-fe So LLC/VacT7/pGEM/FHN(iLLC-MK2,«{3 »7 ^ ^ - pGEM/FHN 
17*^*$ FII>7>77x^>H>Lf;« 0 LLC/VacT7li7^>^T«L£ 
LLC-MK2« 0 LLCMK2/FHNmix(d; F> H Ng£^A£ftfcLLC-MK2«t: ^ n-^ 
^'LT^&V^JBSo LLC/FHNIiLLC-MK2|ffllS(3 F, HNit£?£#A bt7fy 
;U*T-$§g!g§^£(3BgO 1-13, 2-6, 2-16, 3-3, 3-18, 3-22, 4- 

^23 li, pGEM/FHN©^D©W^O^^(C<t 5 )lZ<DBJ8,*mULtz&m 
Sr^-r^X-e&So FHN^GFP^^SeV cDNA,.pGEM/NP, pGEM/P, pGEM/L, pGEM/FHN 
£ ^ n^mi^- ULLC-MK2|fflJ}g(C jte^^A Lfeo jtfi^A 3 BSd^i£ife£ 
AraC, h ';^>>A^©MEM(Z^L. $6{:3Hn«iUco ifimi2B 
it'MiftMit'l^L, pGEM/FHNc73^ipcDWM©^^^^SU, GFP^M 
B§0j£#£T-^;i/*©^J&£5£f^£o ^©IS^S^-To H^S^^pGEM/FHN 

£^^-e&3o &3ISf^3Bi0F HN^3i« (12well) £P0 RNP£B 
Jf£fe&D0SPER£ffl^T | j*7x^3>U 4 B^tGFP^M^Lfeo RNP h =7 
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0 2 5 (4, m*J»GPP4»3HtScDHA^6S«*$nfc'>-f;i/^*l4LLC-MK2 > 
LLC-MK2/F, LLC-MK2/HN, LLC-MK2/FHN(C^LT h >J 7*>©«an]©#*reJ8* 

*OttJI*^-ro U,C-M2/FHNT©»aFP©l£*«5*s«*$nx M^^^SB 
0 2 6 {4, FHNIB3iaBfla©«#±?iS*RNA©'y>'Al»ag*aiStfcfe* 

02 7*4. FHN^«^^;i/^TJiB»LfcF*3iUBIB©**±j«S*RNA© 

$v AjSjt©&fg©i^£^-f¥g-e&So 

0 2 9 {4, V7U>- UVJSSJtC 50VfiSIJ^S^fti^*fc £ t©x 7 * ^ 
-7*74 ©TOttfc £T7 RNA* V ^ 5 — If 81(4*^0 S o 

03 o t4, v^i^y -\svmm^rzu^^-7 04 )v^(Dmmmm&. (cpe) £^ 

>7^'>-r^-f;i/^*moi=2-eiSlfe$-e-fco 24R^t, CPE£»£Lfco & 

-t^-t;i/^(c4scpe(4, ^ti^etiB, c, ^.ttfDtc^tfco 

03 2(4, ^y^4*p4)^nmmmmzm^tzmmzn^t^wM^mw 
z is - t £ >r ;v x ©*ffi * ^-r 0t* & 5 » 

03 3(4,ftVSV-G^C43£x;**>:7n>;/ MB*r©8£**"*"W?*3 

o 

03 4(4,iaVSV-Gftfr£fl3^fe7D-- »M M h «J-j|?*r©IS**tfl"BITfa 
So AxCANCre«4Bg©LLC-MK2VSV-Gg|^^ (LI) (moi=0, 2.5, 5) (DM 
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m^m^to -ft^ttttinVSV-GirCft (MoAb 1-1), ZLtfJiaftttFITC-fb irtTtf* 
03 5I4> AxCANCre ©«S (M0I=0, 1.2 5. 2.5, 5. 1 0) fc^x., 

— ^*©f ae? ft^bfc^^ A**-r«^o.-K^-rr-b>y-f 

«»*±«Hc.HIJRU, ^ e>t3VSV-G B'#ffi(-), B*mO©*IIB£Je&3'^ 5 

b§©gfp ®«sbT^s«wa*a*ufcis**^"rwe»5o 
03 6i4, «fiF«iK:»>-f ^^M**«^fce»s^-rw-c**o 
03 7ii, vsv-g »3H»*ffl^r»e)nfcF ®£?&££L£>rVA££-f s 

03 8I4, GFP3I£?£^t?F, HN*£§Hz>*^ VSV-G»£*»3S 

03 914, vsv-g ae^aiaeia^Jisiufc^-r^^ii* f*j;if hn k^sj-c 

04 0(4, a*H^T"CGFP»SlBJe*«*Lfce*&w1-»-C*«o 
04 1(4, x>^D-r^3l7*7X^ Kfc«BM©»fc£fc"&fc:«fcaSeV/A 

F-GFPOH^^CD[qJ±ft/^f PO (mrtm) ©d3~d4 (3 B 

a) ££^t, *u^afe##B«>s>ftfc. 

0 4 3 (4, cDNAfr £ ©F*»-tr > ^ -T £ -f © I/ * *a -0tfci*fSm&^ "T0 

(Dmmfmm<Dfo±.it7rsto ib e \t±* * 1/ > * ^ * m& t & -s ^ 
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H4 4&, GFP£f £&^LacZ3#« F &&SHr>*V Tl/X^^-OlacZ 

EI4 5&, -bW-)^^^ k(Mkmft(Dy-7>7U--y? (A) fc*ffc£ 
Notltf-f hS#AL*S5Ufc5||»©-fe>^«>>f;i/^yyAcDNA(0#tifi (B) § 

®4 6tiu SEAP£NotIiM K 3fc¥^>^;K fl*&E7!U (E¥»IS'>^ 

El 47 lis #-b>^«>'r;ux^^^-07 , 7-^7 , y-b-r©|g*S^'r¥» 

H48fciU &*>V4*J))/X'<t7*-miZj8V (SEAP) 
©^m»©S^*iti(Ufc^&^'rEI'efe5o SeV18+/SEAPOx-^*100i:U 

EI4 9fcJU PI FHM^aifflJfit:*^SGFP»S*^-rH«K^J|-e*S. 

VSV-G^a-K^-T 7*SeV/AF:GFP^M©ttai^$> iriFta^ ( 
anti-F), JrCHNJaft (anti-HN), tft-b>^-f (anti-SeV) Sfflwt* 

B5 lfck ^fflfiift: (VGVtftft) 0#fiT^fe{il^ffiTT-Fi5«fctJ c HN$^L 
^ L fc y y A £ # -T § VSV-G>> a. - K * -f > *V £ -f JIT CD t> T $ >M 

# ^ jit t j; 5 ^jto^snsjts^^-r^HT* a • 
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m 5 4 &> F3H5?£*£ bfe^y a -t >^-r ^ £ fci*vsv-G>> 

05 5tt, NGF|§31£^LfcF*£IJ-te>^ £ (NGF/SeV/ AF) 

iz 3- h=i> h* grc J:«.«7cStt*li*i:U-C5felMa*«*Ufc (n=3) 0 p 
»til/1000#|Rffi^«iBijnLfco 

^^«©^«±?i#^^^{±3> ho-;i/i:b-C©NGFSe$:»t> 3 B& 

A) n>bn-;i/ (NGF«MbK 

B) NGF^aiOng/mL^in, 

C) NGF/SeV^iBflSJg«±7il/100^». 

D) NGF/SeVS^«^«±?tl/100#^lJ0. © 

e) m?/sev/Am%zMM%m±mmoo%%imM, 

F ) NGF/SeV/ A F-GFP*i&«ig#±ri 1/100#IR W 
05 8fciu Ad-Cre©moi£Fgfi<D|g3i:i£*1-^^&3o 
0 5 9 li % Adeno-CrelC £ SLLC-MK2/F®^3i$^-r^trfe 5. 

0 6 2t±^ GFP-CIUfciftSeV^IUfc©ffiWHft&^*-0T?fc3o 
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<i> ?k£imsevf;2*cmk&£m%m7'7zi tornm 

•k>yj )IZ (SeV) ±S^^AcDNA, pSeV18'b(+) (Hasan, M. K. et al. , 
1997, J. General Virology 78: 2813-2820) (r P SeV18 + b(+)j \t r P SeV18*j t 
©cDNAfcSphl/Kpnl^ftLT:^^ > Mi4673bp)£lliKU pUC18 
(:^0-->^Lt^O9777^ KpUC18/KS £ U tz 0 ¥kM&&(Dmm\Z Z (D 
pUC18/KS±T'fi : ofco Fit£?©£S(is PCR-7-f >f-*s a >^S©il^t>^-t- 
f?V\ IS**: bTFjtfe^OORF (ATG-TGA=1698bp) £Bfcl^Tatgcatgccggcagatga 
(BE?'J#^ : 1) "CjfilSU FfcfcMSeV^V AcDNA (pSeV18VAF) ^Wk^tz 
oPCRteu F©±^t (i (forward: 5' -gttgagtactgcaagagc/8B?"J#-t : 2 , reverse: 
5' -tttgccggcatgcatgtttcccaaggggagagttttgcaacc/iB^ , J#^' : 3 )> 
Sfclzii (forward: 5' -atgcatgccggcagatga/15?!l 31 : 4, reverse: 5'- 
tgggtgHatgag ; ag3atc l agc/ie?'J#^ : 5) ®PCRM^*EcoT22Itf3lfeLfc. 
■SKUf&ftfcT^^U K*SacIfcSallTfffiftU"rxP^»filJffi*^tfffi«©»f>t- ( 
4931bp) £0l&bTpUC18C£n-->^U pUC18/dFSS£: Lfeo C©pUC18/dFSS 
£DraI IIT^ib lt> Bf >t * IS JR L TpSeV18*©Fat£ ? & £ tf 1R«©DraI 1 1 mW 
ittit 7^y->3>bt77^^ KpSeV18 + /AF 

cF ?&fcSMft£EGFP3t£ : P££«LfccDNA (pSeV18VAF-GFP) fc^^t 
Sfc^PCRCfc DxEGFP3ie^Olt*S*ff ofcoEGFPafi?* 6©<&R(Hausmann, 
S. et al., RNA 2, 1033-1045 (1996)) fc£fc#*fcafr 5' liNsil-taildT*^ -f T 
— (5' -atgcatatggtgatgcggttttggcagtac : IE?'J#^ : 6 K 3' liNgoMIV- tailed 7* 
7-f7-(5' -Tgccggctattattacttgtacagctcgtc : WMtt : 7 )£ffl^TPCR£fr 
ofeo PCRM$j£ftJRggmNsiI fcNgQMIVr«ftbryj!l/*e»Bf>T-*@iRl/, 
P 0C18/dFSS©F^^M{Z$,SNsiI fcMgoMIVfcV^iHIEBRSSfflCaigU 
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?x.>X*mmbtzo Cdfr^ EGFP«£?£^tfDraITOK-£[5]i&U pSeV18* 
©P«e^*^tr*«©DraIII»ffri:«Stftitx 7-f^>3>lt77^? K 
pSeV18 + /AF-GFP £#fco 

£PCRT?JillU *«BUfca> Cre DNA'J 3 > K*— tffcj: 

m®*mm%1%£tlZ> <fc a {Ct&fi-^ftfcr^;* =• b-pCALNdlw(Arai*> J. 
Virology72,1998 J plll5-1121)©o.--^it^ h SwalM^ AU 7*7^^ K 
pCALNdLw/Fhbfco 

<2> sev-Ym&&mm%Mtz^)w-m&<Dftm 
^^-«ws*ft»itfc««iiiattSev©Ji«[K:«t < ffl^ fcti-o*** >*--wji8*& 

tfflj&i^ LLC-MK2*MS£E^fc. LLC-MK2M&, 10%(Ottlbf:W^>ll& 
]lJfllJ|(FBSK^'>'J>6^hy>A 50#tt/ml> » 50 

//g/ml^»LfeMEMT-37°C N 5% C0 2 -£ig«Lfe o SeV-F«fc^»«:*BIMg& 
ft#r*fctt), Cre DMAU3>K^- HfCJ;»)Fae?fi«ft»IW83a*n5J:-5 
I3t8fr£*lfc±137 , "7;^ H pCALNdLw/F £ N U >K AtS (mammalian 

transfection kit (Stratagene)) »K ^©7*P h 3-;i/CtfeoTLLC-MK2 ID 

10cm7 , l/-h*fflV\ 40%=i>7;ua:> h^T'^WbfeLLC-MK2»(3l0//g© 
7*7^^ KpCALNdLw/Ft»X«x lOilCDlOX FBSS^tfMEM^flfel^T, 37°C®5% 
C0 2 ^>*a^-*-*-C24B$E8Jg§lUfco 24l$m&£ll&&I;J:tf U 10mligil!l 
10cr>* — U 5#*flH\ 5ml 1$, 2ml 2& 0.2ml mizMg, G418 
(GIBC0-BM,)*1200^g/il*#tfl0mlO10XFBSS^tfMEH«Jfe{Z-rJ$#*ffl^, 2 

30ffc£H]iKLfeo ^^n->lil0cm7*i/-hT*3>7;i/x> Mc«cSS"Ci£*J§ 
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^□->Kot,\TCre DNAU zi > tf J 4 

^AxCANCre-e«^, i/iSeV-F^ajf^y 7 o-^-;i/IgG (f236, J. Biochem. 123: 
1064-1072) £^TSeV-Fgfi©2g5l£^:r:;^ >7d y h?£(Z«t SOT©^ 

£ n - > l±6cnr> + - Ml T n > 7 > h $ T*£ W £ fcflU T 9 J ^ 4 )l 
XAxCANCre£^£©;&i£ (Saito et al., Nucl. Acids Res. 23: 3816-3821 
(1995); Arai, T.et al., J Virol 72,1115-1121 (1998)) ia0 moi=3 T-« 

^BJJS(il50>ul nss*y7 7— CJBS^x lqlM©2xTris-SDS-BME sample loading 
buffer (0.625MTris, pH 6.8, 5%SDS, 25% 2-ME, 50% glycerol, 0.025XBPB, Owl 

ttso **nx, 98°c 3^HftnswB.a^am*»fflK«t3«bfco tmn ( 1 u- 

>^feDixio 5 $113) fcSDS-tf'jT'^ >j;i/7-^ h*^;i/ (t;u*-#*;H0/2IK m- 

h?£l;:£ DPVDFg^il (Immobilon-P transfer membranes, MilliporeftSO £<E 
^Lfco e¥ttl00% **y-;i/K30U\ *£30#H&LfclE¥lK£&ffiU 
lmA/cm 2 **«©*f|s'T? 1 RHfrofc, 
K*S¥JK*0.05%Tween20a%BSA^?S2lDbferny^r>^jg«(^nry^ai- 
SEPttt!) *f H$MB9& 0.05%Tween20, 1 %BSA£MU£7n y 
^**Tl/10W#*LfcttSeV-Ftttt (f236) •CM'C2ll#|«fiJfc$*fc« 
JK*3@20ml©PBS-0.1%Tween20t: 5^IBHB»LT«S»L^ PBSUffiMT* 5# 
F^SU&&Lfco^3£^M£0.05%Tween20, 1 %BSA£»]bfc7P *.*>^jg 
^T-l^OOO^Lfc^-^^^^-^^SLfcinV^^IgGiafr (Goat anti- 
mouse IgG, ZymedttS) lfalSSSStt? 1 WrlH£*£*fe. M&¥M£3g20ml© 
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tZo 

{k¥$&?t& (ECL western blotting detection reagents, Amersham£t§0 t«k 

a ifisev-Ftfctt t £x©# e>tiz ±©s a n ©tttu * ff o fcoifgmra 1 
mztitz mmmvk® p* © -o ©llc-mk2/f7m * fttsev-FEft »t7n- 

•*M M KU-«Plff*fTofc (H2). *fctofc, lxl0 5 «^15,000rpm 4°CZ* 
5#^*e>^>U PBS 200*4 lTfSfe&U lOOtS^Ltztri?^ ^ t u-j-frtri 
# (f236), 0.05%TSMb^ h 2%FCS£^trFACS/BPBS (BflHbS*) "C4 

°C, imm&ytXsXRfoZ^tzo ?ltH5,000rpin 4°CT*53f f g*tf>* r '>>U PBS 
FITG»ttUfcifcT<>*IgG (CAPPELft) l/zg/ml^30^7K±T 
MJCS£"S\ StfPBS200,ul-e&#U 15,000rpin 4 0 CT'5^5§^U-cm<£^^ 
>**£>U lil0FACSJBPBSC!H»Lfco EPICS ELITE (3-;i/*-#S!0 

LLC-MK2/F7 "Ttt SeV-FSe^^«^^^^^^(Ct^;^*:^OiSV^Sii&^4A s ^ttS^ 
*U SeV-F»6fC?6««Ma*iSffc:»3R*nsci:#fl6g$fifc. 

CUM 2 ] ^)Wi-M&T*%mZtltzSeV-f* W1*JC0*M&*B 

^^^-»iBTfR*»a*nfcSev-F«sitttfie*©§ia«iE*fffcnTv^ 

y ^-f;i/^AxCANcje459F»e>©^rac (±13) £ <fc t) moi=3T?Jg&^ hUr^> ( 
7.5#g/ml, GIBC0BRL)£^t?MEM (serum free)T*37°C 5%C0 2 -O^o.^-*- 
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h»k:iD»a*^fcF«ait©h U^>CJ:*j!¥«*ltBb*:(BI3).SeV-F 
m S g(i#?St£ 6©F0£: LTn"E££tU b V 7* ^ > S C 

h* (pCAG/SeV-HN) £ I^7>77i^>'3>Lt h'J7>» £ ^tfMEre 3 B Fa1*S# 

iffflJ3&Sffi^©i8UflSl£ (Heiatoadsorpt ion assay; Had assey) trffitfSLfc (04 
)o -T&t>*K tg#«£ 1 %-U V lml/dish^inx.^ 4°CT*10M^ 

mLXm^m^^l^BZbtzZtifimmU LLC-ffi2/F7T-}$^8SlbT^3F 

mm&fr i b(Dm&mm&m^< v^7Ltzz.tmmv (hsk ^;wt 

$ i/-7^ ;i/^(C^-r^ V7 1/ >(psoralen)^2jDT*^^^H(long-waveUV 
) trCMg (PLWUWI) U^^=-TO^Jl^(DW.^tl^fS^^, T7$g 
^tS^^^t)^^Ci:^^$nT^S (Tsung^ J Virol 70,165-171, 1996 
)o -ec-C, Z(D?LWimmLtzV>7^-7'5J )IZ (PLWUV-VacT7) ^E^T-M 

^^©s^sis^feo^m^iir^ai^isy^ h^7£5##iiii£ftfc uv 

Stratakinker 2400 (£*n^#-f 400676 (100V), Xh7^^->t, LaJolla, 
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ca, usa) sjB^fco %®mm..nmmzm^tzFmmMMfr<b?m&(D%mzm 

mZtltz&VKD, il ©PLWUV-VacT7T- nm$k b fc *ffll!§© 1 ysate & ^JU^ -flMS'MR 
^UT*araCO#ST-C-{i7^ 7 ^W^-aUB** 6©F 
3aB££*&£fc#bfcV^fc##iJ!bfco £©PLW0V-VacT7&ffl^fc 

< F &£SeV£ -Y <DW&&2iXFPNR> 

FOSSE'S £ enhanced green fluorescent protein(EGFP) 3HS?£ l/jtf— # — 
fcbT6n;i/-;i/£fto-C*Abfc±IB pSeV187AF-GFP &TI3© £ 5 £ bt 
LLC-MK2«iC h7>77i^^3> bTGFPOgSSIIS bfc.£©B#RNPJ&#C 
&gfc*lJ5B5*""Cfe^ 3oCD»i7^;i/^4*3ie?NP, P, L©£ 

LLC-MK2 TO^5xl0 6 cells/dish t? 100mm ^ h UAH;: fit , 24B#lffliS'#&x V 
5l/>fcft«ft**MR (365nm) t? T7RNA#D ^ 7—Wi$8MT 

Z U^>t^-> b^^-T^-f (Fuerst, T.R. etal., Proc. Natl. Acad. 
Sci. USA 83, 8122-8126 (1986)) CM"? lB#IBS!fe£*fc (moi=2) (moi=2~3 
, ffjttZJ4Boi=2*ffl^5»n*)« afiflS^30^LT^f>r7^^ h* pSeV18V 
AF-GFP, pGEM/NP, pGEM/P, X VpGEH/L(Kato, A. et al., Genes cells 1, 
569-579 (1996)) ZZtl ?tl\2vE, 4/zg, 2 fig, RV4vg /dish ©iifC 
OptiMEM(GIBC0)(J^?iLs SuperFect transfection reagent(l/zg DNA/5>al © 
SuperFect, QIAGEN)£AftTS£U M&TrlO ^FIKII, ftfcfl<Jfc:3XFBS££ 
ttOptiMEM 3ilCAflx ffiClilOlttgltfco pSeV187AF-GFP ©ttfc'&Ctt 
JHfc bTS^SSeV^y AcDNA (pSeV(+)) (Kato, A. et al., Genes cells 1, 
569-579 (1996)) £E^"tE«®3Hfe&iTofc. 3«rH^*^ Jfofc* 
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#g-fc^MEM X > h -»)S-D-7 7 \LJ 77; K40#g/ml (AraC 

, Sigma), hU^>V7.5^g/ml (GIBCO) fc£fcMHTC70l$MJ&#bfc. dft*>© 
«£[Hli&U ^l/* h^OptiMEM USSbfc (10 7 cells/ ml )« «M§SM?£3 
E0& D M UTlipofection reagent DOSPER (Boehringer mannheim) fcil-n L ( 
10 6 cells/25Al DOSPER) S«-C15fl««UfcaU F«3»LLC-MK2/F7 «MS»t: h 5 
>*7x^>>a> (10 6 cells /well 12-well-plate) Ln M^-a^ft^MEM (40 
/zg/ml AraC, 7.5 #g/ml h U 7"^>^#tf Ufco 
^(OlSm, ^-f ;^ft*03o©M^> NP> P> Lasf'OCliofcfc&fc:© 

^^JB^bfc (H6)o 
±IB© «fc 5 (3 ItF^V AcDNAT-##fig£ft£^«&MP# v FSBS^ 

;t-«-eu^jpa-^^ f&m&&mtz&&mv<( jix\zv*>&Bm\sn 
zfrzm^tzo mmLtzZocn&ftmzwtmztiz&i* (psevi87AF-GFP, 

pGEM/NP, pGEM/P, XtfpGEM/L&l^lSfc: F7^7i^ Zikft) t&f&Zh 
IZ^&flr (pSeV18 + /AF-GFP, pGEM/NPcD2|l07 , '7^ * h~<Dfr% K5>X7x^ h 

tte>©M^iitsGFP^m©je^DT-^^;ux^©ff^^^^feo^© 
pgnc^GFP^amiaois^D^a^^iife (Em„ r7-*7*-fe-r 
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tut, h y 7i/>&&T?afrV4frzifimmzftfc(w&)om3mffli&<D±m 

( m 9 T©)> £ fete h U ^> >##£TT-tg# t fc F £ B:J8&tt£# 
t>( frZCDtJ *-l£0.5xl0 7 ~lxl0 7 CI0/iil©t6B.£$>ofco 

f ^cdna>{p e> EiiR* tift t: y * >©$v j±n&*mmt z tz&.mmMMo 

Jg*±$*4»0«>-f;u**lHlJKU total RNAfelSfflbTs FfcHNfcrn-rtC LT 

:£ 1 & ^ £ #E £ t o & ( E 1 0 ) 0 £ 6 CRT-PCRU <fc S GFPOjIfi^ licDNA 
®«Sioi»fcra»©F©^a5(ftt:#«E-r5^i: (HI IX £fc> ffeoiilS?© 

xn*ttmz&>), zommzm^tzo Fk^-t^n^it^^M^^^ 
hmmizftmz^vxjimwm&tzjuzmmmz^Lx^tz (hi 4). <* 

£-f;u;*©FfcHNC#Mtt££Jfc.-r3&3D'r K$££IgG(antiF,antiHN)£ 

Fm&ntfznvvxyizmmmzfrv&ttiz^zzttttDfr-ifzo wtc» 
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<Total RNA©atfcls 7 -If >7n y hfl¥#i\ & «k tfRT-PCR> 

F^3g,WLLC-MK2/F7{C«j7-f ;i/^^LT3 Bg©^*±^/f)^QIAainp Viral 

RNAmini kit(QIAGEN)£/JH\ ^(DTu h u — JMd^Utotal RNAOfflffi^fTo tz 
o fifSUfctotal RNA (5,ug ) S*M7;i/rt KfcfTtf 1 X*tt7#D-^^ 
;i4;:TMj#g!£LTfr^ /^a-A7*D9f-f>^HI (Amersham Pharmacia 
%t)£ffl^Hybond-NM >77>l3 h7>^77 bfcoffr&Lfep< >7^>&0.05M 
©Na0HT?H5£U 2{£#IRUfcSSCiSf»$[ (Nacalai tesque) T?-rr^£^ 
7iJf-ff-^3>^ (Boehringrer Mannheim) T?30#IH7'l/;W V 
—i/ay^n^tzo VzHcisf-y (DIG) -dUTP(T;u* U«Stt) *E^&7> 
;TA77^ ADNA1ft§5^(DIG DNA Labeling Kit, Boehringer mannheim)(C £ D f£ 
fig L fc F & 5 U&HN3t£? ©7n-7£gs;!jQ LT 16BSIH/W 7* V ¥4 X£-frfco 

.*>7*7 >£i5fc#LT> 7)li3 >J 7**7**— tfWKttDIGiftffc 
(anti-digoxigenin-AP)£afo£-ti\ DIG ditection kit&ffll^THWfbfco ^© 

O)o 

SUPERSCRIPTII Preamplification System(Gibco BRL)£flH\ ^©7Dh3- ;u 
iC^first strand cDNA ££fifcU LA PCR kit (TAKARA ver2.1)*ffl^T&0 
.toWPCR^oL 94°C/3#EJfagL 94 o C/45#,55°C/45#,72°C/90 
#^ l-9-^7;uhtT30-^-i'7;i/§JitibT72 o C-ei07>F^Ets 2%7#o-7 
WC100v/30^4^»»bTx^j;i>A7*nT>f KftfiU SIBLfcoHite^ 
^F^^^&C»XbfeEGFP©SIK(CffiUfe7'7-rT-liforward 1 :5'- 
atcagagacctgcgacaatgc (BB^Jg^f : 8 ) , reverse 1 : 5' -aagtcgtgctgcttcatgtgg 

mnm^: 9), F^tfttc^xufcEGrpfcHNate^itBCfflv^r^-f 

■7— &forward2 :5' -acaaccactacctgagcacccagtc (E^J## : 10) .reverse 2 
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: 5' -gcctaacacatccagagatcg (E81#5 : 1 1 )n MmBTtKNMB? 
£©P^(iforward3:.5'-acattcatgagtcagctcgc (I2?'J#^ : 1 2) hreverse27* 
7^7- (E^JS^: 1 1) T-fTofeo *©»** GFP©iS£?l±cDNA©$^©l£ 
ilHlKCFO^aWftC^S-rsIia: (Ell 1), Sfc^ ffe©jte^©aii«S4 
gfcHtrt?*3£i:fcttBLfe (12 1 3 ). fiLtoc hfrhtt-i frXW&tiL^W 

M^-T^^^W©^^^ ^28,000rpm,30^5s»C,»bt »>>f v h 

tafeifr, lX10 , HAU/«lt&S«fc-5t3lO^#»{LfePBS{zSSSU *©-$£ 
^BlttS©^ *n^y >;/ h±CITltlStgi$tfe. 3.7%*;i/T'J 
>ft$ttPBSC«k & 15^@^Sm> 0^%BSA&$tfPBSfcfc^30£SMBi3& t 
s £&KPI»«^200te#»?LfciftF*y' *n*- (f236), ^fcttfctHN^ 
>7U-j-)\,fcfo (Miura, N. et al., Exp. Cell Res. (1982) 141: 409-420) £ 
«Tfr«SttJg'r60«'HSJiS^-&fco €©^'J * h£PBST*ifc&l/T* 200{g 

jfo£-£fc 0 ttwt^ y * b £pbs, «B&g*©)HT?ifci#b3fi'Cfl$S^ ^y * 

h ©±£4%©f^£ 7 - * A jg«-C2#Hlffeft U£**£-a-fc±, JEM-1200EXI I ft 
?SI»tt (B#«?) Si£b£o *©£*, fW;i>*©:c>^n 

— 7©*/W *8M?la£ttFi:HN©* yWgft%ts.%Z. t&Wbfrtft D (H 1 2 

)^;w?-m©^Mfs f # w^g#<i© if y ^->{c®W{cin Da^nr 

tCsyA^JfeMIPfllfiil^^-f f«*Ht**bTV^fc (114), 
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79 hxm&nnmmm(Dtm%mMMi£. ttT©^iatiiitgiU; 

o SfJEl8BSD7y h. (SPF/VAF Crj: CD, M, 332g,~9 M Charles River)£^x 

<^mm (5%W!km£5%?*!&ms 10%DMS0£^t?) DMEMK^U Z^JZLZ 
TkUftftbtzJVU >®m (1.5U, i^^^ >0.2mg, ^mmT)iy^ >0.2mg 
, y)]/H-z5mg s DNaseO.lmg/ml) £#n;L, 32°CT- 5 LT15t>F^ 

^ b TiiK'^li £ « £> £ & 3 £ T- 1 ^r- 4 > ^ $ ^ D M L £ o32°C \Z X 1200rpm 
b£^*fflfl§£B27 supplements Lfcneural basal medium (GibcoBRL, 
Burlington, Ontario, Canada) \Z U # y -d- U ^ XBecton Dickinson 
Labware, Bedford, MA, U.S.A. ) T* 3 — t 1 ^ ^^^tlfeT*!/ — h ±iZ 
lxl0 s cells/dishl§i^ 37°C> 5 %C0 2 X-t%m*ft?tz 0 

%<D±mfcmmi%mnm.nm sxiovweii&s nm%m'&, F^ssev^^ 

— £^£-1* (moi=5), £ £ \Z 3 BTO« L£o 1% ^7*;^7;i/rt h\ 5 
% 0.5% Triton-X£^tr@£?«5#^S-e@;£U BlockAce(§ 

5iail)(CT:^S2^P^^D 9^r>^LT500^{;#^$tLfc^^m^ v r 
microtubule-associated protein 2 (MAP-2) (Boerhinger) IgG£ HiHT* 1^fB3 
>^i^-i/a> bfco PBS(-)T* 1 5#«I3 3 5%-^^ifil^/PBSr-lOO 
^#^^11^0733-^^^ ^IgGil^T* 1 m?M >*a^— >3 > L£o £ 
£ (CPBS(-)-C 1 5 3 iffllgfcVectashield mounting medium 

(Vector Laboratories, Burlingame, U.S.A. )£&n;^ (Nippon 
Bio-Rad MRC 1024, Japan) T* 470-500-nm 510-550-nm ©excitation 

band-pass filter fcftfrfe Nikon Diaphot 300 #J£fI®ftmP-2©&^&£: 
GFP©^7c(Cct5 2a^fe©m^ll^^fTofeo *©&3I, MAP2 Hf£#li3 
l±GH&m2m%mA£tLtzZb&Wt>frtt!i-ofz (01 5) 0 
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7rAX) tt*B#Sllfr&«AU SFM CS-CJgJlb^y h (t;^>^rAX) "C 
37°C, 5% CCvtrJgHLfco 

TEftthW-mffiMM (mi 5, Muscle), MtbMlg (E 1 5 , Liver), IE 
*fc hW€*fflJfoefcj£*BII!S (H 1 5 , Lung)3f©t MEWIBIJfiCF^SSeV^^^ 
-*«*Lt (m.o.i=5)> GFPf5a*«*Ufc« V>rft©»i]!SC:fc^'t*«£100 
%CD^A^T*^^GFP3te?^^bT^5C:i:#ffil^^nfc (HI 5)« 
<T *#Jtt#ii«^©#A> 

*-£ffiffe$-e*fS»£fr-3fc 0 .i;-*\ C57BL T£*'(6jl*lf) £150ng/kg (3 
&5 «t-5(35-fluorouracil (5-FU,Wako Pure Chemical Industries) ft & 
St (IP injection) 2 B«,^#J: &#««IJB£lsIiKbfc. Lympholyte-M 

(Cedarlane)^ffl^fc^g^IE^{Cctor«m^^bfco 3xl0 6 ©«fffi 
JfiCttU hT;*^>«»£ftfcin;CD45R (B220), taLy6G (Gr-1), JrCLy-76 (TER- 
119), ial (Thyl.2),J^ac-l h 1/7 h TKS?>«»K-X (77 

7*3 S4t) ©iglii Lfc*©£3xl0 7 S*n^.4°C(CT ll$n£ft £ 
cFi*\ 85K<fc?K Lin'©ijfflJ®£l^fc#iI£!liKU£ (Liir*M&) (Eriich, S. 
et al., Blood 1999. 93 (1), 80-86) o Lin «4xl0 5 $BK*f U 2xl0 7 HAU/ml 
©SeV £flQ;L, liUlit^yhSCF (100ng/ml, BEL), SMtMH 

(100U/ml)^iOX. feo £ £8xl0 5 © h ;i/f HifiC^ I t F ^»SeV 
4x10 , HAO/bK lxlO , OiWJiac^U5xlO , HAO/Bl0GFP-SeV*JiOitfco GFP-SeV 
li, SeVfe^n v hpUC18/T7HVJRz.DNA(+18)(Genes Cells, 1996,1:569-579)©^ 

BS8i«rotinsffiffi(z. »fist^>^^ir(GFP)ae? (tt®ae^7i7bp) 

{Cg¥glte(Rl)^^(R2)^^;i/^^S(IG)@S^JSft^bfcNotI»fM-^PCR^ 
iDUMB*^ iAlt^Lfcc «J©£a(Genes Cells, 1996, l:569-579)£ 
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«BllS£**i j eix2S¥lc#»:K -ol:li7^nj7'J> (phycoerythrin 

) (PE) UMtfi-Cdm (c-kit, Pharmingen)£ 1WpMSIS** % *-5-gfJ±W^ 

iltfco 3 0PBS(C-C^Lfc^ 7D-1M h*-* (EPICS Elite ESP; Coulter, 

Miami, ¥L)\Z&2>Mtft £fr o£o 

M©primitive#,M©v-*-T-feS$tc-kittn;^-ex> y 

tfe#HW(C*F^MSeV^^^-li«ts GFPfce^fcStfRfcSftfc ( 

B16), Jg^s^js^&^otestt* imii&J§*±?S£ b u ^ >-e9m& 

s LLC-MK2»£«U 3 B^GFP^«©#£®WMi3<fc Dfxofco Clft 

7>y KF334/Du Crj, 6 31^ JUL Charles River)fc:£3!A** 
•eiO^#^U^(5mg/nil)^>^-;i/^-bU^AM (^-f^-stf* h) £ffl&P«J 
a»C«tDj»»U 'MM&J8IH£(iB£SB (DAVID K0PF&) fc/flWtfr-Ol'* 
(D&tt'ri^tzo &#8Hftliinteraural linej; £ ^ T (bregma) ^5.2mm^ 
^A^ct !?^5^2.0mm, MUM*. t)2.4mm 30G ©£&$KHamilton#) 

t?20/zl (10 8 CIU) SAIL -T * fc«a[«>J:*«Mat=6FP©WV^«Si* t «***t 
fc(01 7)„££l^ F&&MSeV*t*-X\±&M®&(Dmm(D'!7'( 
L-5 -S ±3fe«Bte £ fctt*Mg*MSC L >fPGFP^ ff©3S3§#ga3§? £ tit, d n 

s ft, ML jMBU Mk Is M^©^il^©^rt^^3^5^^■r*)^^ml,A s l§ 
[H»J 7 ] F^SSeV^y Afr £©F-1 ess £^ ^^©fiM 
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<1> 

©HA assay©«g*%^Ufc (018A). £ft&©Jg*±»fc*ft*ii«Tf»W£ 
8HIU 2Bi§*&®»lfl©?fcS8l©HA assay©£££5*Lfc(Ell 8B)„ 
±SB© rcj tt^JRSfcUTffl^fcPBSSSbfo Dilution ©»:J=tt£-f 

££>fc. *W»W"rHA|»tttftofe«R*(laiie 11 
lane 12) *JBW»IPtSfiE«UT«#2Ba<0«R*©HAassayl&ff ofc 
(EI 1 9C) 0 £©£*, F^aSeV^>f ;i/^*{8S5bfcF^aSIBJiaSfcttlBWaiP 

<2> 

F ^ftMUB-Cif ff cFitfc £ JS$& >> -f * £ * * ft? 

^SeV^^QIAamp viral RNA mini kit(QIAGEN)t«fc iJSHSbfctotal RNA£FM£ 
^^HNMfi^F^^n-^^ UTJBl^Ty'— If >7"n yx-f >7%fi^tco ^©^ 

&*»ofc(BIl 0) o ^©HARHST^^^^^fCtiF^ayyAS^o-C^S 

^ *3D^ K«*UfcF»e*BJ«t*t(t#-Ctta&b«:*"3fc(ia2 0). n 
© d fcttF-less©^ y *>©#:££ ij* UFgfi < T -OW* 

#K'j*>i:ur^j56$n5i:i:*«*i«iLfc. F^TfSeVtry a 

Cli:li1-r*lC^^niJ!3 (Leyer, S.et al., J Gen. Virol 79, 683-687 (1998) 
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)> ^mom^tmm a tsev e y * > & j&ss-c # a c #40 fet m h & t & 

SeV PfcmNP£Stft:y*>£*:*C£M#T?£3C:fc£^b"tV*3o 
<3> 

mm b «fc a (3 |g WHIP T* -aW 13 if<3 * ftfcF-1 ess 7 4 ;U7 M U # > fcfc-fe > 
V-A(DOSPER,Boehringer mannheiii)fcig£b't* ^©^15^0^ 

^ - _ y 7 y * v - a i: u & v ^m&\±± < wmmmm s ft & ^ tz © 

(3WU*5 L ^-^^y^v-Ail^tfc^{±GFPo^Wv^^^^©m^-* 

msn^tifc (02 Do »iwiw-e-ii»k:Ji«*nfc*»tt©ft 
vm; y h 7 >*7 x 7 s ^M^fflutiiciAttiit ste 

^f^JBa b a S £ i: jFE e» £: & o fco 

immm 8 ] raMuasevy y a# h t>4 jixom^ma xvmns 

<FHN*Ji$V AcDNA©#|^> 

FHN^^SSeV^V AcDNA (pSeV18 + /AFHN) 0^li^1*pUCl8/KS*EcoRIt*^ 
fcb"tpUCl8/Eco£«HgU Fil£?CDll&3 K>fr&HN»£*0>*l±:i K>M 
©P^O^lEJiJS: (4866-841 9) BsiwIgBft(cgtacg)-e&*£ Ut^bfco 

FHN*»M©12JiJ£^-^>7«fgbfc^ EcoRl7 7 7\rf>h (4057bp) £ 
y;bfl»fc@JRbTpUC18AS©EcoRl7 7^> I* TflHKbfco C0FHN 

^a^^$:^tfKpnI/Sphl7 5 7*^ > h (14673bp)^^;i/HIiR bT pSeV18 + © 
KpiiI/Sphl7^7^>hi:S£m;L> 7*77^ h* pSeV18VAFHN #f#£*lfco 

GFP*^AbfeFHN^»SeV cDMA0fllS6l±*©«fcat:ff ofc. pSeV18VA 
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FHN fre>SalI/XhoI7^^ > h ( 7842bp ) £ 0 1R b T pGEMl 1 Z ( Promega 
-yVLs??* X h'pGEMUZ/SXdFHNi; bfcoFHN*&8P{fc£d2EGFP (Clontech) © 
ATG-TAA (846 bp) .©W«CBsiwIS(fi[*ftlnLfcPCI«i**BsiifI»*-eiB'fcUT 
„ pGEMllZ/SXdFHN©FHN^aiaJfi[OBsiwiaJ(&t:3IISLfco H^ftfe?"^*^ Ktt 
pSeV187AFHN-d2GFP i: bfco 
<FHNfc»5 S ft«a«BJBOf^J«> 

ft UHN©0RF*$tf 7 7 7"^ > h £pCALNdlw (Arai <p , KrK)©-*-- * &SvaI $ 
ffiCffXb, 77* S K pCALNdLw/HN bLito 

LLC-MK2^11!atpCALNdLw/F ^pCALNdLw/HN^IsJ** fcttRfc 5 *Jt U 
mammalian transfection kit (Stratagene) ^ffi^f©7n h zi-MCftoTjt 

tetn-yteZtlZtlCre DNA 1/3 \Z*§mtZ>UWkX.T : r J <Z4 

(Ade/Cre) MB) (moi=10K FfcfflW&*©R#»S3 aft* 

flg£PBS(-)T* 3 bTHliKU ^x7n7D-;f^ >7&£ffl^TJn;SeV F 
£iaSeV HNMSSO^^7O-^;HgG(3«fcD^mbfc(02 2 )o 
<pGEM/FHN©48^> 

pCALNdLw/Fi:pCALNdLw/HN^^^CffiV^fcFi:HN7 7^^> h £^ft^ftpGEM4Z 
, PGEM3Z (Promega*t) WD--^U P GEM4Z/F£pGEM3Z/HN£f#fcoPGEM3Z/HN 
©T77-o^— ^-jfcHN^^$f^$PvuII^-C^fbbTf#e>nfe7 7^^> r 
*@JR UpGEM4Z/F©F3iE?TSiE©Sacl3.-- h "CtfHSf b¥^fb bfcg&& 

t 

<FHN£» 9 -f ;i/ * 0ffl&3S> 
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mmtmmzm h.-? >7 7 3 >&zm^tzc & -5-oiiT7-t-FHN§6 

mW&%mmm-zmm*i7-otzo FHN*ilGFP2g3ISeV cDNA ( P SeV187AFHN-d2GFP 
) , pGEM/NP, pGEM/P, pGEM/L, pGEM/FHN£**l^ft> 12/zg/10cm dish, 4^g/10cm 
dish, 2/zg/10cm dish, 4Ag/10cm dish, 4/zg/10cm dishCDMtfcT'^-a' L (ftH 
3ml/10cmdish), fuM U fcFfciBSeVCDIUSSSS i: B*&£irciI£-MK2«illlS£ 
»fi**ALfc. fc£^$A3BSP^igife£AraC(40/zg/iiil, SIGMA), h V 7*2/ > 
(7.5#g/ml,GIBC0)A!3©MEM{c£&U $^3B0^tbfco jte^#A^2 
Bi*fi#*#*aMrcttfcU pGEM/FHM©Sj&DOWJR©Sv^tfeliEU. GFP«S 

aiiaoisisD-o^^c^fiE&arsbfco *<oe^ s^^^pgem/fhns^ 

JO Lfea^iGFPIBSIBIIiacjS^ D tffcgSft* pGEM/FHNCDM^^VN^^ttGFP 
-r a c £ T* £ -T ;i/7 cd k >; * > $ ftfc £ i: £^ b feo -15, RNP h 7 > 7 7 
(E2 4±) 0 

)i/zmzmmbmiis&X'%tzzt*mmbtz (@2 4T). 

FHN£ J1GFP cDNAfr 6 H#f ^£ *i fc 7 -f ;i/ 7 $&LLC-MK2, LLC- 
MK2/F, LLC-MK2/HN, LLC-MK2/FHNICIS5SSUT h U7 , S/>©»ia©WM - e^#bfc 
o *«3B«CGFP»a*3»WJSOl£*»l)«6*Btfci:i:5N LLC-MK2/FHNf©^ 

&mzmm$tiz>zttfmm£titz(m2 5)o 

FHN^« *j4)\,7>>fJk *mmt 5 tz tb, LLC-MK2/FHN W^P 5 !§JK£ ft 
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±m*&itoLfc&.> QIAamp Viral RNA mini kit (QIAGEN)T-^©7n \>n-Mz 
^oTRNAfttti^fiofco C©RNA£ Superscript Preamplif ication System for 
first Strand Synthesis (GIBCO BRL)£<fc tJRT-PCRCxVri/- h£j55&frK 
TAKARA Z-Taq(^S^) £ffl^TPCR£*Tofco »J8#ttF&»fr-f /l/**/H^fc 
oPCRT-^^T-li M5i£^hGFP3S£ : P©li^t>i*\ t-fcJiMfcfc? i: LStfi^ 

cDffl^to-B-^ffl^-cffofcdete^fcGFPae^ffi^fc-fr (m-gfp) t;o^ 

X\t forward: 5'-atcagagacctgcgacaatgc/E^JS^ : 1 3, reverse: 5'- 
aagtcgtgctgcttcatgtgg/IS?'J#^ :. 14; mte^t Latfc^Offl^fctf (M- 
DCo^Tfi forward: 5'-gaaaaacttagggataaagtccc/E^!J#^: 1 5, reverse: 
5' -gttatctccgggatggtgc/@E?'J#^ : 1 6 )o *0lS3L MfcGFPafi**?'^ 
^-tffl^fc^iiRT^TT-F^^FHN^^^a^-f^^fw^^^A'V K 

#tfctB2.ftfco MkLlfi^Sr^-f FHN*S&GFP£^A,£ 
(HI2 6)« 

FHN^a^^;i/X*F^m^F^ai:ll«lC^Lts ^#UT4BS 
JgF*±i*%l§IJKU IXC-MK2, LLC-MK2/F, LLC-MK2/FHN^OjRlt5!^aft*ffofco * 

(D!88k&1fift^Z£*7*Ltzo UpU F^6W4T*^-<;i/^m^ ; £^'C-§5C 
£&fe£.ft££tl (Kato, A. et ah, Genes cells 1, 569-579 (1996)K ffH 
C**7 , ^ToMey*r^HASG-R)*^triflifiCl*JIW«C«»'T!** 
(Spiegel e> J. Virol 72, 5296-5302, 1998)o ftoT> FHN£» 
RNA^V A^^^^^;i/^^>^D-7-(iFSe©^-effM^tlfet'J^>^ F 
»39UfflJB©«il-t«l^lfttB*iX'5 fc* 8 ** €>n*o miX&* J)lZ 
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d CDffiu VSV-G i: > i - K * -f b fc £ -f ;i/ ^ © K U # > O £ x 7, $ > 7 o * 
>^{Cct5^f-r-(i, F. HNafijPIEILW&^fcfctEfcfr-CfcSo FHN 

F^a^m* i ?>^tH^tifct | >'^>$:*f-^-^^ : y#V-A (50 

A 1 ©DOSPER/500 M 1/wel 1 ) £ ©S£0#M t FHN83iiffllllS $ fe ttl|s$6SLLC-ffl2« 
CMJiUfco t&ftLfcF-less*i*0»£i:B8L DOSPER^S^UT 

Ufc»£U±GFP|8mifflfi0l£# & #«*£*l#> HN-less® tT U 

<o»T?tt±<«ejec*jfett*<, GFPjB3awia* i a«*tift^ofc 0 fhni^m 
fit ttGFP%39unfi#m £ ftfc ^ -r jpsjbj* * ft£ # o & c ^ 6 

tSlM^^MISfe SfcttfFHBCML-afiJfeU Spiegel 

1. ±(3^femT*ti<i$nfcF^RNP(iF-less©^^;U^^>^D-7 , ^SS 

UDU Sfc«±«fi?»Xtt*^ae?«©J:'5**©"C*BtC#XUT (RNPhv 
^7i^>3X RNP-Y >^x^>3>K ^©*&#&£RNA>rVA#g 

AM"? i W m CHNAtt « * fc »±« S ft ^1 lkhh- 5 ^ i: *« WT? * « . 

2. HNOittlfirt K^-f>&8U «fi^K^-f >*flb©l/-br^-*«f*W{i:ti 

wt & * y # > k 5 a a § sfi^m^ae?* •> w ;i/ 

3. FHNh^^Mt-^SeV^-r^^cDM^fC^LfcCI^^^^ GFPjSfe^Ottfc 



WO 00/70055 



PCT/JP00/03194 



-48- 

^y^-r >^**-©££#T»rtg2:&ao 

(Leyer*>,J Gen.Virol 79,683-687, 1998) £tz, W7><D&Mmt?'( frZ** 
>^FSeT->JL-KftiUfc^^^-*«S$nT^S(Spiegelf»J. Virol 72, 
5296-5302, 1998) 0 £fc> FM6SC# h U ^^JBSSftfe^ASG-Rfcrt'LTIF 
MflftlZttJIttK: V x-f #5 fc«£«*n-C^3 (Bitzer£ 

J.Virol. 71, 5481-5486, 1997) Q aSroWCJRtt-aflU&tt?^*^* & 
^^^^^-©^ISiRA s BllT-$)i)oSfeSpiegel?,(i-b>^'-f' Flfit^a 

JRSftfc^ FHN#&»SeV*-f ;i/*$V A£8*>> F§a©<frx>^n-:7*MS 
[USSfll 1 0] FHN^aSeV^y Afr £ ^;i/*©#fg|gfc«fctfittg 

-fe>*y tf*;^ jftgF^-f ;u^^©^<o>-*«|T-r±^«BMA'>-f 
* -f >fJ A £ £ n > ^ LfccDNAfr e> RTt&fc •> << KTMttW&tiLt 
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%£MfeZ2s 3 BU7>£#£#SC£:#-t-£&^o ^ < ©if-£\ Ja7^>-7m 
^JilbTU^Ty^^^Sffl^TVN^^ M^©^ (Kato, A. et al., Genes 
cells 1, 569-579 (1996)) 'J 7 7 > t^>>©&7>iC, AraC£&*T UTffl^ 

bfrL&#^-fe>^ 7^*£&&^£^«OTA7^i'*©s}S/# 
tiixio 5 w^{3S^^nfc7^;u7,«m^^^n^Tiiv^o»-e, i/ b 

7 7 -f £Psoral|en-Long-Wave-UV£«31 1 3 3 £ (3 «t 9 > 7 7 ^ -7 7 -f ;i> 
*C**r*IM&Wf*fcMU *>^7^;u*©Wtg$$]^£iS#>3;:££ 

V7l/>J: ftttJUR^MC <fc 3DNA7 O * 'J > ?K £ $ n DNA&7 1 /ACS 
o7^;i/*©}tM£lMU b7>b4$mTO£?©^£&i^£^&^ 
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et al., J Virol .70, 165-171 (1996)) 0 
* - £ »4> $ 6 £ t X £ o 

^-T7^;i/*©^?Sft©£#£&i^fc° 

<n»> 

-$ETpGEM-luci 7" 7 7, X K x -fe > ^ -f 7 4 )l 7. X - 7 J L C «t 5 T7* U * 7 - 
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;i/*NP % P, L»&S»ar*pGEH/NP,pGEM/P,pGEM/L^7^5 VtmmzMfat 

i^ienfeo upu T7*u^7— etsttH:, v7b>igR 0.3, i^ 

g/ml^tt^-fb^m^Ts 10^g/mltfli 10#©1 bt^fco (0 2 8) 

o 

V7U>$tg£0.3Ag/nil£@£U *&^ifl$IH£tM*bfc. JSW 

1000^©lK:*'r*^*5Cli:* I ^tfco (02 9) 

bTmoi=2 (JM&ffla**^ ^-t*moi=0.002) T*«b 

£t>e>&*»ofc. (@30)o 

««»Ufc 8 SKfiSau UKJDKe.©^*^^ 77-fU «T©^«TCfr 
ofco 6well©^-f ^0 7'L'-h(3LLC-MK2»^3xl0 5 «/wellT-^^> H£ 
Ufcffc PLWUWIiiu O * -f * -SIJI T'6xlO s pf u/100/z lii&Sefc-StC?^ 
-T>>>f;i/^*#3R-U PBS8fc?*a©«BC«ft3tffc. lfclW'©**^ 100 
^lOOPTI-MEMcr^^^Hs pGEM-NP, P, L> * LTcDNAfc*ft*ni, 0.5, 1 
, 4/j.g*tiaz.tz ! b<D£s Superfect (QIAGEN) £10/zliax^ MWZ 1 5#$Bb 
fcminlOOPTI-MEM (GIBCO) (Rif. AraC££t?) &<fc>X- IBWStMJB bfco 
h7^7x^«>3>t2, 3> 4BBttMJB£li]JKU Si^. 300/zl/well 



WO 00/70055 



PCT/JP00/03194 



52- 



jul i & & io a a.©fs waw £ 4itogaut ( ixio s , ixio 4 , ixio 3 mm 
^^p^fe (a Do ixio 5 m£gau£msfl©?^ HAfStt^^fcSiw*- 

j£U KPTftt+jSU 10 3 T-liW££iSaT. (Reconstitute Score) 

(EI 3 Do ff-*5tl±£ 1 ©Si !> o 
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IZitmbX, mmZLtz&O&'PteKft-oX^tz (EI3 2)o 

V Z i/ - T -7 -Y ;i/ * &PLWUV? ^rSfb f £ C h £ 0: !9 s T7* »J ;>< 5 - HffStt £ & 
f2#£4-x.rv *^*-£1000#©l££^W£;:^#-e#feo LfrU «7?'> 
— T*-O^El3*0CPE&, TO^H^T"*MS®, lOOOfg®*^-*^^ 

(03 Do m&l^ h7>77i^^3>i(:iofc7^>-7^^^©^'f 
5pfu/10 5 cells&±T-tt&frofco lot, 
;i/^©agli0.005%WTC«ix. btitzo 

<1> VSV-G jt€^S^^^*^Mt-^^;wi-«o^ 

VSV-G slg^^timMll^WbT^Sfcto, Cre <J □ > tfC<fc *) 
VSV-Gmfc?m®&mmftM$hZ&ol&itZftfr7'7X^ KpCALNdLG(Arai T. 
t> J.Virology 72 (1998) plll5-1121) LLC-MK2 
ftai&^ofco LLC-MK2 M'nCDT^TU KO^XIi> V Vg^l^ ( 
CalPhosTMMammalianTransfectionKit, £n->^y^#§0 ££D> 

10cm7'l/-!*£ffll\ 60%n>7;i/Ji>h$-r*^WUfc LLC-MK2 «C10 /z 
g07-7^ Y pCALNdLG 10 ml CD MEM-FCS10% JgiiCtv 37°C©5 % 

co 2 j >**^-#-*Z'2mm%m\stz 0 2mmmzMJ&zm&L, 10 mi© 

igifetcM^ 10 cm + 5tfc£S3^ 5 ml-ltfc, 2 ml 2$. 0.5 ml 2#£ 
G41 8( G I BCO-BRLttM ) 1200 //g/ml££trl0 ml © MEM-FCSlO^ife-t*^ 
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^ffl^T 2 8*fe*lslJKLfco £*n->ttl0 cm ri/- >?;ux> h£ 

#^D->toi\ts Cre 'J 3>tr^-— tf ££tr*&#lfc*.7:-7V •W-fca 
AxCANCre£«&> ft VSV-G * * □-^l/ftffcfcfflvvt, VSV-G ©$B3i£WT 

^.^ D _ > {i 6 cm *>*-u£T\ 3>?;i/x> h£T£W£-t!-£^ TtV 

tf-Ol/* AxCANCre (±13) fc«fcB M0I=10T?!8Sfe&x 

bfco tt«Ba«*±j««Kt)l»V^1l, PBSH«*T?ifcfrU 0.05% hU^> 
0.02% EDTA(x^l/>5?7 , ^>4»K)*^tfPBSS»* 0.5 ml^jQx. 37 
°C> 5^-r^'l'>^i^-ht-5C:i:{Ccl:D^^-l/ e t!5i , J* s bfeo ^SBfl&«:3 ml 

PBsa«fc£S»^ 1,500 x g-e5^iaa^u »£«tf>fc 0 ^e>nt«{i 

££C2mlPBSi|H5«£?f«!B»&x 1,500 x gt* 5 £ C <t t) 

-e^So Jg&tmiiioo pi <d mMmmm. (ripa /t^r-, ^-u>#- 

^WWAttS) u niDuao^adff (lb->^fct) lxl0 5 « 

^JlMM^Wl^V-yy^^^yT— C6mM HJ:K-J&B (pH6.8X 2% SDS> 
10% yy-bp— ^ 5% 2-^i/*7hx^;-;i/i?^»1) 

7 * 10/20, »-fl5*tt») IMit^^It 

„ ^i^tifclfil^t ^ h*7^7D>; haia^fl (Immobilon-P 
TransferMembranes, MilliporeftM) CSfbfeo &¥li> 10 0% - 
;WC2 0g\ MZ-mmmbtcm'ZmZ&ft^ lmA/cm 2 fIMfft 
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i «piasa$-&fc^ p b sifiK-wif:. 

»IE¥K*J < fcrJ c l 0%rn-v*>y«f*^ttPBS«lr«Tf 1/1 0 OOi: 
#!RU£J?C VSV-G fitfr (*n-> P4D4, i/7^%M) 5 m 1 fctT=-;wty V 

Kfi¥JR*2fi4.0 ml ®PBS-0.1%Tween2 0C5^IiU & 

»K«SJ:tn 0%^D>^>^M^tfPBSiiItl/2 5 0 01: 

mouseimmunoglobulin, Amersham ttSi) 5 m 1 * ;wty Atu S/— ;i/ 
ISt, ^?l&2gPBS-0.1%Tween2 0l:5^raU 

(ECL Western blotting detection reagents, Amersham #§0 £££ 

3tZ^fo3^n->-e, AxCMCre JgffeftSttfc VSV-G ©$gg|#tfcai£tu VSV-G 

f#^tlfeTO^O-^^LLCG-Ll^P?t>\ HiVSVtFt(*:Sffl^T7D— M h 
■JHBWfcfrofc (134). *©fSJk LLCG-LlT*(±s VSV-G 
♦SRWCfiltftfcOfiliStt^ftai^ix, VSV-G ^>;^Jttf|fiftlSi:*I*n5 

<2> ^;wi-«ig*ffl^fcF jte^s&fcufe^v mts^-K^-fr 

, ±EHlS«K:E«OGFP»fi^*$trF fc^SHr^-f «>-f^ftffiV\ GFP3I 
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-e^OJBSSJSaUcW^fc. *<D&m, Cre U u > tt-€lttflMHx.7f 
y «M ^AxCANCre £jS3feb&^LLCG-LlT?l±x F fcfcSHr *-f;i/*©« 
JfttlJ; D^;i/*»e*#*A;**U GFP£S*ffll!Stttfcm£ns*©©x *©8MS 
Sfctii;Lt\ VSV^£B3Mg3a£#fc«llia-£ti:, «B#WCGFP»3U^©Hlina s B 
#>£ftfco f©±i©l/5IS$?»i:, Srfc&VSV-G £i§#^£ 

±?»£VSV-G $rg|«t^^LLCG-LiaflS^«Ufel^^(i> ^ 
CD©, GFPIB3afflJia©Jiln«±B«>e)n«:*-3fco JJLt©*S*fr6K VSV-G Sg^iSffl 

ja«r nft c * >ni/>< ^Jim-r a c £ #is#> & n> vsv-g t © a. - k * -f ^©f & 
<3> f ae^&fcfcbfc^v Aft*-r*^.a-K^-f r-b>^-f ^^©a 

£&#©&!* 

VSV-G *£iP©363I*©l&flF£W'* ; 5fc&x AxCANCre ©jg&ft (MOI=0 N 1. 
25, 2.5, 5, 1 0) -£*0F»fg«fc*bfc*V 
a- K^'-f 7t V^-f ^-f 7BBiPe>8Bg©±^S0iRb, * 

f>CVSV-GB*SU B*a©IBUBfc:«3fe£-&, 5B g©GFP O^UT^SfflB© @ 

bfe i: z ^ moi=o ■cit'>'f^©i4tf± < b«> t>nt. M0I=10©£ 

ft-C&b&^Zb&t>ii>^tz (E3 5)o TOO-f^XliiSi^c 
8Bg£"CM£#i§BT-§fc (03 6) 0 ^^;i/^^ffi©«lis VSV-G^#lu© 

«wats i o«i"Jarawc#Rbfc^^/w^*&»«u «afe«5Bi'©GFP© 

S§3MflS 3 cl ^-oi/^tt+oBlS^ajBfett^ft (CIU) 

fco *©*sm> 5 x io 5 ciu/mi-e&o&o 

<4> F a^^^bfc^^A^^t-5^i-K^^^>^ 'i 7 ^>' 1 '^©^ 
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vsv-g mm&m^-c&bntzY mB**k&\stz?;i±*%tz>i'3--i t * 

#£ig£U SIt3 0^»f^ VSV-G SR#»3&LT^&V>IMG-L1 SMSK 
M£U 5Bg©M^»Aig^GFP^m©*M-eiS^fc 0 *®IS^ tnlVSV 

^VA^fnt>^ ;^-£&?PftJ#^&£ft&*^£ (03 7)o C©d 

tWMZfrttt^fzo 
<5> *>a-K*^7 , -fe>*W*'Ol'*# F ^S^AS*t2^i:®«S 
^HVSV-GMe^^Mt-iiJiLfc^-r;!/^^ F^s-c^s^h*, « 

?4 1> 4 )vx x u * o o * «fc d ftfcj/tF* >^ * jc* y * n 

2&ft#£, Ja-tr>^-r ^JfrZXV Zu-l-frifcfcvmGlZ^-**^?-^ 
HN &fc?£&&Lfc7yA£Wt£^>^'^;i'*£ VSV-Gita 
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^©igm> VSV-G |gM#^t:^^^«ts:i:W^, vsv-G 
OS/i-H^-f 7©F > HN^S-b>^-f <0J JIZ(D btltz (H38 

) c "i7^;i/X^M©«{^ VSV-G sl^tuom^s 1 Ofif ogpgfii:#l?lfe 
^;i^?&£^DU «^5Bi©GFPO^MJig$:^X.i.c:^(C^!5> 
^^©W^©*^^^ (CIU) £*#)£o ^©JSH, 

1 x 10 s . CIU/mlT&ofc 

o 

<7> S/a— H^-f r*>^-f ^-f^A* F*<tt^ HN MmVJ 2±*%tZ> z 

^®vsv-g mfc?mmMM-r:mmLtztj)iz& f**v hn ^ifeffl-?**;: 

)o 

LLC-MK2 *ffiJ§§£ 5xl0 6 cells/dish -£100 mm ^ h 'JHIC^^ 24 l$ia|j£&2 



ft|g (365nm) T? 5 



^•laaisbfc T7 rna zzmmtzv^ytj-y 

(Fuerst, T.R. et al., Proc. Natl. Acad. Sci. USA 83, 

I 

8122-8126 1986)(vTF7-3)CSiB"T? 1 B#IHJ68&£-&fc (moi=2) (moi=2~3s U 
moi=2 #flH^ft£) 0 ifo?i££$&OMEMigJfe-? 2 Bftfrbfc 

^ N KpSeV187AF-GFP, pGEM/NP, pGEM/P, XtfpGEM/LflCato, A. et al., 

Genes cells 1, 569-579(1996)) ZZMtl 12#g, 4/zg, 2^zg, 4/zg/dish 
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CDMtbt* Opt i -MEMi^ife ( GI BCO ) JCJBSU SuperFect transfection reagent (1 
^gDNA/5^1 ©SuperFect, QIAGEN)£AtU M^T' 15^l!it> SJIWC 3% 
FBS£#t? Opti-MEMigife 3ml £Aftfc DNA-SuperFect zg^tfS/fflJ^f-Wbt 
igUUfco 3l$f§|i§#gL jfflliafe. jflLi»*«fc^MEH«tt-C 2 Elffi&U h 
i/>y5-D-T7ty 75; h* 40^g/ml (AraC, Sigma) S^tfMEMJgJfi-C 70 
Jg*Ufco £fi&©IBJSfc±$ll*llJKU ^ft^ft P0-d3 -tf->:7>h Lfc. P0-. 
d3 0AUyh§ Opti-MHflgJfetJSSLfc (10 7 cells/ml), W&®M* 3 HIH 
DjULT lipofection reagent DOSPER (Boehringer mannheim) U (10 6 

cells/25/zl DOSPER)gST? 15 ^SfcSLfcSL FIBS LLC-MK2/F7 ffififttl r 
5>*:7x^>3>(10 6 cells/well 24-well-plate) U jfitfi£^£&^MEM^M 
(40/zg/ml AraC, 7.5#g/m h V 7i/>*$ts)Z't$m Lfz 0 t%m'& 3 BS££l>* 
7 Bi£±fll&IIIJKU *ti*ti Pl-d3 isJ;^ ?l-d7V>7)\'£ Ltz 0 

7*^^ ^ KCx^n— $ K pGEM/FHN $4^g/dishS0^fcWWix ± 

, JM£^£&U MEM^ifet: 2l!ffi8>U J'h'» j 5-D-77ty77>'i/p 40 
/zg/ml ( AraC, Sigma) i: r U7 , ->> 7.5/ig/il £^t?MEMi£ife "C 48 B^igg 
Lfc 0 :E*±»£flK&l»£.JfiL?il£££&^ MEM^m(40/zg/ml AraC, 7.5^/g/m r 
U^>>^tf)(C«glS$nfelOO mm ^ hum 1 &#© F %M LLC-MK2/F7 B 

mmmm 5 mi $111^. jg#48i$K&, cti£©«h±iif£[H]i&u 

P0-d4 l7->7-;i/i:Ufco P0-d4 O^l/y h£ Opti-MEMi£ife £S»U (2x 
10 7 cells/ml), tes$P£ 3 EHBDSLT F 831 LLC-MK2/F7 iH£ft£M(2 
x 10 6 cel ls/well 24-well-plate) U Jfr^£^£&^MEMt£ife(40/zg/ml AraC, 7.5 
/zg/i h«jr^>fe$tf)t«#Ufco Jg#& 3 Bifccfctf 7 BBt±i»feEIJR 

u -en^n Pi-d3 33 n-d.7?>7)ibLtzo ttmorz&b, mm*nt>?. 
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<GFP$83SSH1!&©* t> y h £ «fc £CIU©$|£(GFP-CIU)> 

LLC-MK2 ffl^ 2 x10 s cells/weim2well-plateC3§^ 24 BfP^#& v Jfil 
»&£3:&^ MEMtgffi! 7? 1 Hffi^bfcgL ±I2©^>7*;KP0-d3^feliP0-d4 
, Pl-d3 Pl-d7)£, HM£SMS# 10cm 2 #KlOMOOil0P£0&Cfc5 £5 

JCjSMIRU 100/zl/wellT*^^^feo 15#!£lM£^£&^ MEM^tt^ 1 
ml/well inxfco $^C24 «§i«lT-ei^U GFP^ 

<CIU(Cell-Infected Unit)$l£> 

LLC-MK2 TO£ 2x10 s cells/dish T12well-plate 24 $IB|i$lt& 

Jfili3£££«^ MEMtgffe T- 1 Hffi&bfc^ ±f3-tf>7> (^$Lti2>VJ)lX 
^Z$-*SeV/A¥-m£fot) £ 100/zl/well"T?j®Sgbfeo 15#gL jfo?g£££ 
MEMigm^lml/well iPx., <* £1324 B^Jgllbfco Jg#^ PBS(-)T? 3 0 

^bfc^ «biis*«£**-& (&io#~i5#g?&&BX aiiia&Bjrrsfca^ 7 

■b>>ft Ul/well 2jO;LiI nv&mzittz (j»10^-15^Sfi» 

«) 0 PBS(-)T* 100 ^#3^bfc^^^J:D^^nfclaSeV^U^O-^;i/Jn;^ 
(DN-l)fc 300//l/wellAnx., 37 0 CT*45#P^ >*o.^- h bfc&. PBS(-)T? 3 HI 
fls&U PBS(-)T 200 bfcffifrtf *IgG(H+L)g#S»-&ffi# 

(AlexaTM568:Molecular ProbesttSOS 300/zl/well im*. 3rC-C45#ISK>* 
i^-aL PBS(-)T* 3 Eft&bfcgL £3feH»8T(EiiLission:560nm , 
Absorption :645nm 7 <i : ? < «IMS£tt*Lfc (H 4 

0) o 

^MhbT±IBit>7-;i/ (SeV/AF-GFP) * 100//l/wellT-^ bl5^, 
£^$&Va MEM£lml/well SPx., $f,tC24 

iTO£&#SB^T(Emission:360nm , Absorption: 470nm7 ^ : yJtift. 
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3g&7^:^T£<;u;*(vTF7-3)©PLWUV( Psoralen and Long-Wave UV Light)#L 
LLC-MK2 MM* 5 xlO 6 cells/dish flOO mm Uli:i§> 24 mm%m'& 

. fam^ztz^ mmm x* 1 E&^bfc^ 0.3-3 /zg/mi ov7i/>i:fi 

&&mftm (365nm) "C 2-20 T7 RNA ^'J^^-fe^lgm'J 

3>tf^-> l«9^-7^;^ (vTF7-3) (Fuerst, T.R. et al., 
Proc.Natl.Acad.Sci.USA 83, 8122-8126(1986) Cl 1 mm^Z^tz 
(moi=2) (moi=2-3, moi=2 t>tl2>)o »£lfili*£^£ fc^ MEM 

igttl-? 2 Hl^b5t'#> :7*7yU h*pSeV187AF-GFP, pGEM/NP, pGEM/P, 
pGEM/L(Kato, A. et al., Genes cells 1, 569-579(1996)), *Ztl?h 12^g, 4 
#g, 2/ig, JkTf 4>ag/dish©41fe Opti-MEMtgttfc(GIBCO) £S»U SuperFect 
transfection reagent (1/zg DNA/5^1 ® SuperFect, QIAGEN)£A*U 15 
£flltta& ftfcttt 3%FBS£^t?0pti-MEMtgife 3 ml tCAftfc DNA-SuperFect 
fi^fcWBCWlLTiMbfc. 3 R$n«*%. *BJ&^ MEM 
igife T* 2 @&#U ' * r- ^>>/3-D-T5 £^ K 40 >ug/ml ( AraC, 

Sigma) ££t? MEMtgife T- 48 B^tgfibfeo 100 mm i h U m©^J 1/20 

*biiis£®#i&«*tt?«£u gfp^«©*^> h tfc. u^^-rt?^ ^ 

^^;u^H^7*n h=J-;u, p291-296, 1995)£frofc 0 

«W«?M©tft»ftlff o'fc. SPLWUV^a^fTofc^^^-T^-f ^ (VTF7-3) £ 
fflt\ 4s>4T-f ^-f^WH^jft^fttftWl/fc. STOi*nI££©££ (±12 
) UT©¥JiT-fTofco 6 wellCDT-r ^O^b-MC LLC-MK2|fflfl&£ 

5xio 5 «B/«ell-eS*, HfciMLfc* (lxlO 6 M/wellCilMLT^* 
iRS), PLWDVfflaBuO^-f 2xl0 6 pfu/100/zl fcfc* J^K?**'- 
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50^1 CD 0pti-MEMi^(GIBC0)(Z7-7^^ p\ pGEM/NP, pGEM/P, £Z>*pGEM/L, ^ 
UTttin^SeV cDNA (pSeVIS* b(+)) (Hasan, M. K. et al., J. General Virology 
78: 2813-2820, 1997) &%tl?tl 1, 0.5, 1, Aju g 5: iD X. % © C s 
SuperFect(QIAGEN)£ 10//1 iJDx> ^T-15#M LfcgL 1 ml© 0pti-MEM(40 
//g/ml© AraCfc^t?) £&n;L, IBtliLfeo h7>77x^i/a>tJ 0 
StcM^lEjiRb, 3i<C^ 100^1/wellCDPBS^SS^bfeo <Z©5iM£10{£, 
100<£, 1000fg#IRLfc»^ 100/zl £g*t^ 10 BB©^WM^^#f5 3 

m-r^m^LLtzo dxio 5 , ixio 4 , ixio 3 m^n^tujiiBOo 3 w&mmfr 
zmmzm&L mmMizxvoj Kxnmj&(D%M%m^tzo ixio 5 «£g? 

M\,tzmW<Do*>. HA 7St4#&o£ja§fl£-j£u 10 4 10 3 X'lt'S&t 

mux, mtzmommitMisbtzo 

^^7-^^ * KiiTOaS^M^^fe-frtZiSSeV/AF-GFPCS^^*©^ 
_h#5£E£ftfco PO (Mftiu) ©d3~d4 (3BS~4B§) C*^Tn Strafe 
##|g«>5>nfc (04 l),I2T-lt h7>77x^>3>i3Bl©»5P 

fr^tz (3BB) d£l#><^ Z<D$sft&&mgi{frtLtz (12). 



WO 00/70055 



PCT/JPOO/03194 



63 - 



2 -fe ")a^Sifi£CSfft , 7 2 >> - T * -f ^OPLWOWI® 
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<LacZ Ste^£^tf F SeV cDNA ©jg^> 

13B«© pSeV18VAF ©NP »e*±«ttC#tt1-* Not I tUKrS&ffiH 



LacZ Ifif^dbfc cDNA ( P SeV(+18:LacZ)/AF) ft'lHRtSfeft PCR t-cfc t> 
LacZ Slfe^CDitflfcff ofeo LacZ 6 0^» (Hausmann, S et al., RNA 

2, 1033-1045 (1996)) t*t)*, 5' Not I WBfaWftS^Ufc^-f 

T- (5* -GCGCGGCCGCCGTACGGTGGCAACCATGTCGTTTACTTTGACCAA-3' /SE?!l1t"*j : 1 7 
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)l (S) Ift^l, NotI Wm^GLZtt ^ b tz? 7 4 V - (5'" 
GCGCGGCCGCGATGAACTTTCACCCTAAGTTTTTCTTACTACGGCGTACGCTATTACTTCTGACACCAGACC 

AACTGGTA-3' /KBIg^ : 1 8)£/IH\ pCMV-/? (^D->x^^tt 

SO fe^hbTPCRSi^^fTofco S^W^ pCMV-/? 50ng. 200 /zMdNTP 
l??;^^?/^^^^ 100 pM 77-f7- Vent #'J*7— fe? (-a. 
W>^> K'W^tfttM) 4U »tt®a&^y7 7-h^£^§r^ 
94°C 30 ?j>> 50 °C 1 ^ 72 °C 2 7>©&JfoSg1M ^;1/25[e]T-*t-o fc„ Si^M 
^S7-*-n-^^«M*»J-?:»m> 3.2 *n^-*®»r#£tU DHiU ftSI 
NotI T?«J»rU pSeV18+/AF Not I i2J#r # t 5 J f - 3 > t T 
pSeV(+18:LacZ)/AF £f#£ 0 ■ .» 

LLC-MK2 TOS 5xl0 6 cells/dish flOO mm ^ h ';mCg§£> 24 B5F^#g 
> Jfll^^^-^'&V^ MEM 1 Elft#bfc^ 3 Ag/ml ©V^U>i:fi^S^« 
(365nm) T 5 Wllfc T7 RNA XV*?— V&ftMtZ 'J3>W> h"7^ 
^-T^-i'^^CvTFT-S) (Fuerst, T.R. etal., Proc. Natl. Acad. Sci. USA 83, 
8122-8126(1986)£^£T- mFMSS^-frfc (moi=2) (moi=2~3.£?5If3tt moi=2 
&m^t>tlZ)o Mm%fiLmZ'a£te^ MEM T- 2 LacZ F ^ 

^S-b>^-T ^-f^^^^^- cDNA (pSeV (+18:LacZ) AF), pGEM/NP, pGEM/P, 
#7JpGEM/L(Kato, A. et al., Genes Cells 1, 569-579(1996)), ZZtl^ti 12 
fig, 4/zg, 2/zg, 4^g/dish £ J:^i^d-777^ ^ K pGEM/FHN £4// 
g/dishijax.x Opti-MEM(GIBCO) KJBSU SuperFect transfection reagent (1 
,ugDNA/5,ul ©SuperFect, QIAGEN)£A*U MST' 15«Sts SUftC 3% 
FBS£^t?0pti-MEM 3 ml iZXtltz DNA-SuperFect fl^tJfctt^ijn bTig# 

tfco 3 mmi%m'&. mm*, sm'^tu^ mem t- 2 na^u ^>>/? 

-D-77t^y 77^> K 40 ^g/ml (AraC, Sigma) ^h'jT*^ 7.5/zg/il £^ 

tfMEM-r- 24 mm%mLtzo %m±mz%L>)m%, M^zst^ mem^%(4o^ 
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g/ml AraC, 7.5^g/m hD7*^>£^t?) MS£ftfclOO mm ^h'jm 1 fafr 
CD F %M LLC-MK2/F7 Kii 5 ml £SJ1 Lfco $ £ ££#4880^ -tl 

^cD«i:±»^[iiiKUs w-MWTfrhXstzo po-d3©^uy 

Opti-MEMtgttl £«i?§U (2 x 10 7 cells/ml K $ igililS? £ 3H»b$gLT 
lipofection reagent DOSPER (Boehringer mannheim) tUa L(10 6 cells/25/zl 
D0SPER)M« 15 #HJfcfiUfc^ mm LLC-MK2/F7 «SttCh7>77x^ 
^>3>(10 6 cells/well 24-well-plate) U ifii»&££fc^MEMJ3tt(40#g/ml 
AraC, 7.5/zg/m h U T>»&^tr )tf«* Lfco ig»&7 BBC±»ft@iRU 
Pl-d7^>7-;ui:bfeo se>£±?i±*£12-well-plate£&^fcF$83l LLC- 

w/riWB&ktz wcimmmm'&s mmm t%m-z-®m®vtz'&. m?6&$ 

£&^MEMJ§Jfe(40#g/il AraC, 7.5'^g/i hU :^>>£^tf )T-ig#bfc 0 

7 Bil3±»*@iRU P2-d7-9->r^i:bfco £&£±ii±*& 6 -well-plate 

izm^tzmm \1c-m2mmmmz 37°cimmmw&. mugm w-iss 

ilili&*^3;&V*MElUgJfi(7.5/zg/i r U 7i/>4ttf)f«ilfe. £ 
*&7BB£±i*£ls]JKU P3-d7-lf>r;ui:bfco £ &£±i*±«*10cii plate 
£»^fcF»S LLC-MK2/F7 ifflJiatttC 37 °C 1 BfP^fiS^ MEMig* 
#bfc^ lfo»*£3;&V>ME^JlB(40Ag/Bl AraC, 7.5//g/m b D 7"S/>£^tf ) 
T?J§*bfc. «*&7 BB£±»£1UKU P4-d7-tf->7;i/£b£:o 
<LacZ«aiBMa<Z>* •> > h £ J: 3CIU©$!£UacZ-CIU)> 

LLC-MK2 SUBS* 2.5 xlO 6 cells/wellT-6 well-plate£Bf£, 24 
dLi»&«fc^ MEM^«fe -e 1 0«fe#bfcft, P3-d7©l/10#R^5>J*MEWg«S-C 
#«U 37°C1^«^ MHf£*T?-ilfti*U 10%«S#tfMEM^ife 1.5 
ml ZmMLtzo 37"CT?-3 BJ§«^ *B1J&£0-Gal »fi*s> h U>^FDi?x 

fcgtifcfS^ ^thom^xb P3-d7-if>r;nc*v^r 1 x 10 6 ClU/ml O^W 
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mm 

<SeV^7 AcDNA©Hffg> 

tf4 Jl/X (SeV) rfe^^y AcDNA, pSeV(+) (Kato, A. et al., Genes 
to Cells 1: 569-579, 1996)©cDNA£$ffc& Not I 1H VZ&mfc*®**- 

5(A)GD£5CpSeV(+)££pA I/Sai IT"#HkLfc$r# (2645bp), Cla l^mitLtz 
WJt (3246bp), Stftta I/£co RIT-^btfe»f>t (5146bp) S^nW*"o- 
J*SfL*I&-e#8f, m^?Z>^> b*£3JDaiU QIAEXII Gel Extraction Syste 
m (QIAGEN*t§5!) T-0IK • mm Ufeo JpA I/&7 IT-$ft Lfc»rJtiiLITMUS38 (NE 
W ENGLAND BIOLABSUSO, Cla iTfjfiflsbfcWfrilCia I/fco Rltr^h LfeifTO 

pBluescriptll KS+ (STRATAGENE&10 Jd^^-^Bi/U -^^^o-->^ 
bfco fiiUXNot ItM h©^A(3(iQuickchange Site-Directed Mutagenesis k 
it ( STRATAGENEftM) <Hgofco Ztl^tiomxizm^tzy? J v-ttNP-P^ 
(i-b : 5' -ccaccgaccacacccagcggccgcgacagccacggcttcgg-3' (lEI^JS-sf : 1 
9), 7>3-b>Xffi : 5' -ccgaagccgtggctgtcgcggccgctgggtgtggtcggtgg-3' (SB 
?|J#^-: 2 0), P-M^-C-ii-b>^M : 5' -gaaatttcacctaagcggccgcaatggcagatatc 
tatag-3' (m&m^ : 2 1 ), T>^-b>^^ : 5' -ctatagatatctgccattgcggccgc 
ttaggtgaaatttc-3' (S2?!J#^- : 2 2), M-FP^lrte-fe >*IM : 5' -gggataaagtccct 
tgcggccgcttggttgcaaaactctcccc-3' (ffi^J^-t : 2 3), 7>?-fe>*ii : 5'-gg 
ggagagttttgcaaccaagcggccgcaagggactttatccc-3' (1H^J§^ : 2 4), F-HNfai"£te: 
-b : 5' -ggtcgcgcggtactttagcggccgcctcaaacaagcacagatcatgg-3' (lE^H^ 

: 2 5), T>^-J>^il : 5' -ccatgatctgtgcttgtttgaggcggccgctaaagtaccgcgcg 
acc-3' (S^JS^.: 2 6), HN-LPa^t:l±-b : 5' -cctgcccatccatgacctagcggc 
cgcttcccattcaccctggg-3' (IB?'J1£^ : 2 7 ), T>5=-b>^iI : 5' -cccagggtgaa 
tgggaagcggccgctaggtcatggatgggcagg-3' (MM^ : 2 8) ^ft^ft-n^U 



WO 00/70055 



PCT/JP00/03194 



-67- 

mmtv-cmmzsaii/sphmfr, mwtcum^ mm. mm\±cia 

l/Eco RI»r>t^^n^n±H3^-t^7 r ^^-^>^bfc^©^fflV^■rQuickchange 
Site-Directed Mutagenesis kit© ^"n h n^WltfcV^ mXZff^tzo iAlfc^i 

4 >f J AcDNA^sT-fe > ~7 U Ltco H4 5 (B)©cfc o K£jf£3W$rfc 

£NotI£z!IALfc5ft£C ( P SeV(+)NPP^ pSeV(+)PM, pSeV(+)MF, pSeV(+)FM £tf 
pSeV(+)HNL) >**^ ^ ;i/X^V AcDNA£SI^ U£o 

7*-- if (SEAP) %?CR-ZV-7P u--yWtzo 75 4 -?-\z\ZAsc I MMmm 
■y-'-f h £f*iJ0 bfc5' ^5 W V- : 5' -gcggcgcgccatgctgctgctgctgctgctgctgggcc 
tg-3' (lE^J^ : 2 9X 3' 75^7- : 5'-gcggcgcgcccttatcatgtctgctcgaagc 
ggccggccg-3' (BBWf: 3 0) *£j«U PCR£frofco *fflCttpSEAP-Basic 
(CLONTECHftg!), mmiZ\±Pfu tourbo DNA#>J*^~ tf (STRATAGEMS) 
l,Sfc. PCRSU WmtAsc I-eiftU «fcDtt» • EUKbfe."*7*n 

37*7*5; KfcbTpBluescriptll KS+6DAbt I+K ht^Vf^n- 
> (/toe Wsc I) £&^>?T)l-li'&mFl-mtei'7J-K'aft 
-£j£-#^DNA 5' -gcggccgcgtttaaacggcgcgccatttaaatccgtagtaagaa 

aaacttagggtgaaagttcatcgcggccgc-3' (PJ#§: 3 1), T>^-b>^IS : 5' -g 
cggccgcgatgaactttcaccctaagtttttcttactacggatttaaatggcgcgccgtttaaacgcggccg 

c-3' 3 2)] (046)o 

KO^cHM Mc*tS-0]&bfcPCRg«^^-^3>U ?n-^>^L 

g^C-fe^y^i^^^^^yAcDNAiipSeVlS+OAbt MM llZZftZti? J 
$/3>l,fi*&>US. *ft^ft©7^*^*-£pSeV(+)NPP/SEAP, pSeV(+) 
PM/SEAP, P SeV(+)MF/SEAP> pSeV(+)FHN/SEAP^ pSeV(+)HNL/SEAPj3«ttfpSeV18(+) 
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/SEAPi:L/fco 

LLC-MK2*HIJ®£2xl0 6 cells/dish "eiOOmmv^-l/ £gf£, 24B$Eg&ig£&, 
V7l/> £UV#13I b fcT7# U ^ 7 — B ftJBSf S U ^ > £^ > K"7 -T 7 £^ 
(PLWUV-VacT7) (Fuerst, T.R. et al., Proc. Natl. Acad. Sci. USA 83: 
8122-8126,1986, Kato, A. et al. , Genes Cells 1: 569-579, 1996) (cMST*moi=2 

cDNA, pGEM/NP, pGEM/P, :fc «fc VpGEM/Lfc-^ft-eft^/zg, iug. 2 > ag,StJ c 4^g/dish 
CDMtttrOptiMEM (GIBOCO BRL#!SD t:^b> 110/zl OSuperFect transfection 
reagent (QIAGENtt*!) SAftT&^U £fi-C15£;ttB&. ft!*&{c3%FBS£ 
^tr0ptiMEM3ml^iJDx., MCi^bT3~5«HBJMLfc. Jg*S^ «£lfilf» 
£^£&<^MEMT:2l§]&?£U h S/>yff-D-7 7 7 tfy 7^7 */ K (AraC) ££tfMEM 

T-wmmtg^Ltzo ztit>(DMmzm$LL, ^i/v h^imicPBs-rssu 

18M¥*3iHi!5fit/fco 3n^*10BF^P^-&fcli§P(3lO0/zlg?ab, 35 0 Ce3 

cn^nuRtfc^^^et-io-^io- 7 c^btawtusau BtttiuR 

U#&LT-80°CC* h v>7 LtzoZtlZtKDtJ ;i/*^**-££SeVNPP/SEAP 
„ SeVPM/SEAP, SeVMF/SEAP, SeVFHN/SEAP, SeVHNL/SEAP* «tVSeV18/SEAPi:"r S 
)= 

CV-l$fflSg$:6well 7*1/- h (Clwell&fc 05x10 s cells-Toff^, 24&$fgi£§iL 
fco PBSft&gU BSA/PBS (1% BSA in PBS) "eiO' 3 , 10\ 10\ 10\ 10" 7 
LtzffimZ.SeV&mffl'f > Ufc^ PBST*^ BSA/MEM/7#n- 

* (0.2% BSA+2xMEMfc«©2%7#n-*£S£Lfcfc©) ftwell&fc D3ilf 
ollt, 6BP^37 0 C, 0.5%T*^#bfco 3ml0x* ^ 

y-^:»K=l:5) £iJP;L 7# n fcCRfc£L&o PBSt* 
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3.^-^>3>bfco. PBS-CH®^^ 200f£#^bfcAlexa Flour 1 " ISSH^ia 
e7-b-^Ig(G+H) (Molecular Probed) fciniTM-eHSHK >*a^—>3 >L 

fe 0 pbst-=iu^^ ;i/^^-f^-^T±7^-tf-usiooo (g±7^;i/A) r- 





(pfu/ml) 


SeV18/SEAP 


3.9X109 


SeVNPP/SEAP 


4.7X108 


SeVPM/SEAP 


3.8X109 


SeVMF/SEAP 


1.5X1010 


SeVFHN/SEAP 


7.0X109 


SeVHNL/SEAP 


7.1X109 



LLC-MK2ijffl!&£6well 7*U- r Clwell&fc t) l~5x 10 5 cells-fo3§£s 24^ 

J&U SEAPT^-b'f ^fToto Tj'-b'f (^Reporter Assay Kit -SEAP- 

filttSeV18+/SEAPCDlI^100i:LT-en-enffiW<ii: LTatfeo *<D&^s 04 
8 £ ^ b ^ "f tUDft S £ SEAPiifc? X b fc^-C- * SEAP7Ste#&ft £ tl 
o SEAPrSttti^^A^T^^Mt-S^o-CT^^s t%t>*>%M&Vl : &i 
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m{zmz&&t5£MMmGZ5\%&Zbs ;»^aA«^^3i:^ 
£>tiT^.5 (Laib and Kolakofsky, 1996, Fields virology, pll89)o -eti&FHN 

*tmmMM(DmK&®%£r~&^tzo *z.x, zn^onm^^tzmmiz^tziz 

x(Dmm^^±t^zt^r'^^t^^rzom^Mmmmm^tfi^mm^ 
mmtzzt zfemt zztizzt) fhn^^ * 4 jit hmj* § < iqi± b 

tZo 

10cmMtg«iHltCl00%3>7l/> MC&cfcLLC-MK2,M (lxl07dish)£ 
PLWUV-5!LS7^^-T*moi=2-t:^^ti5VvT^m»^ d2EGFP£jg*lT S 
FHN*£cDNA ( P SeV187AFHN-d2GFP (H»J8) , pGEM/NP, pGEM/P, pGEM/L, 
pGEM/FHN£^ft^tU 12^g/10cm dish, 4/zg/10cm dish, 2/zg/lOcm dish, 4^ 
g/lOcm dish, 4^g/10cm dishtf)Mi:b-e?M£U (final vol, 3ml/10cm dishK 51 
fc?mXU.m SuperFect(QIAGEN)£/8^Ts mftLtzF J JITOUmmt 

mmr^m^iic-mmmiz^B^mx btz 0 mB?mx 3 mm&M®itmik%% 

flfet* 3 [U&^U '<£3IjI<iM lOOOrpm^minJ-C-iiJ^tifem^lEliR U ^ h ^>>£ 
-D-77 hV 77^ S/ K (AraC) 40^g/ml, SIGMA), h l> 7*>>>(7.5//g/nil, GIBCO) 

, > ^_. l/ ^ 10 o%n>7l/>hiC3feo fcFHN&|§Sl,m£ 7f ^ * AxCANCre 
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&wi=io-emmmmw:, mm. mm, mm. 2b§> 3Bi©«^^n^5mi 

PBS(-)T— Ie1$g#U cell dissociation solution (SIGMA)^ D B^ZMft t 
^&&m>M0QOrw/2.min)T:MMZM&.hT<LC(4Qvg/ml, SIGMA), h 'J 7i/>(7.b 
^g/ml, GIBCO)^^tf©*MMEM^%H»L, FHN±t^£<M ;ux©{ffif^L 

tzmm (po) (cijpx.-^#Lfeo mm®m2B@-t-^iii^^m§is^ 

U 10 7 ifflJ3S/ml©Opti-MEM^ife (Gibcol)K:!^ U Z®\&&Mffi \stz7 4 h 

&wku %mmm\,r2B'&(Dm&%mMmzio s ceiis/ioo//i/weii«u 

AraC (40/zg/ml, SIGMA), h U 7*>>> (7.5/zg/ml, GIBCO) £lti?©M?ifMEMi£ 
tfTCs 37°C 5%C0 2 ^>^oL^-^-T2BF^#bfcPl«^#±^©^^^ 

^ffi^ciu-GFPT^bfe (i4)o mmmm'&4ftm-<:\zt>'< »z 

GFP -CID xl0 3 /ml 



FHNcell+ad/cre 



FHN cell- 


4h 


6h 8h 


2d 


3d 


8-10 


6-9 


80-100 70-100 


60-100 


20-50 
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N ?k$:3l-<:$>%Z.£ftmm£titz (H5 0)o 

VSV-G) tt, liTCVSVlJi^-t-^^tS©^^^^^^^*^^^*^ **©«^*t 

(0* F,HN) T:lijip»^&e>tl^^ofc (05 Do Z® 

mmmi 9] F££^ £: F& J; tf HNjUk?* b fc *V A * S * - F 

F*ci:OT5ie?*^bfcy^A^*t-5^^-K^'i'^>^ * 
£±Jf£"t!\ SW41n-#- (Beckman) T*29000rpnu 15~16B$FS;S5i'l>£fTo£o 

aait>«^i-r©jet:^*w«^^ 7 >3V/^^-i?3oo^irodHu 

N «{3VSV-G^>/^M^^t-^>'^-K^^^©-fe>^ , >^ ;,/ ^* efe53i: 
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* > ^ £4 T- & 3 c: £: #5£fg£ <, F£ J; t>'HN^£S © ^ 

a _-Y$><i7 j ty?j^j)\<*-T:&s tyyj )V7>&%(D$y^?n, vsv- 

^n^^otC^^^^F*it>*HN^S©^i-K^^7"©-fe>^'1'^^^^^ 
&£^«IS<*n£ (15 2), 
[HWJ2 0] Fiie^^F*>cfc^HNae^^Ufe^VA**t- S^^-K 

F®e^*fc{iF3ae^*^^^^^^^^^^ i -" |f ^^ :7 "' fe> ^ 

^^;i/X^5^ii*^©^^*t-5-fe>^^^^^*LLC-MK2m(I^^ 

flgM^^bfco Fjlfi^^^Ufc^VA^Wt-S^-r;!/^ (SeV/ 

AFx ^.i^VSV-G-e^^-K^bfe SeV/AF(VSV-G))S/a--K^^^>^l' , > 

ZisjL-Yt^r^yVfJ (SeV/AF-HN(VSV-G)) T-fcfc> ^f£«±£M 
^li±<^^T^^^3i:^R§e)^i:^ofc (EI5 3) 0 
[HSS0H2 1] F^e^*^bfc^^A^t-MSV-G^o.-h*^^^>^ 

^m^©F«e^^^bfc^yA$W1-5VSV-Gi/^-K^^^-fe>^ 
^^;i/X©^'^(is «C^^3Bg©4m^^bfeGFP*^Flow 
cytometo^y^ffiV^-r«!I^tfcoFiifi^^^bfc^yA*^1-S^^-^*^^'^ 
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54) 0 

<N6F/SeV/AF©H^> 
NGF/SeV/AF©S^<i±S2r^>^n -7-7-7^^ F + F«MISjl: (|- 

<NGF/SeV/AF©7-r AfitIg(RT-PCR)> 

NGF/SeV/ AF )]/XtfJ A (EI 5 5 _h) ZmmtZtz®. LLC-MK2/F7«fr h 
®$L£titzi%m±m*m>bLtz'&. QIAamp Viral ENA mini kit (QIAGEN) 
7*D hn-;MCftoTRNA»tti£fTofco C10RNA& SUPERSCRIPT™ ONE-STEP™ RT- 
PCR SYSTEM (GIBCO BRL) (Ci DRT-PCR©x>7'b- h^^ct^PCRSrff ofc 0 
2tM8M;3u ftiPMSeV cDNA (pSeV18 + b(+)) (Hasan, M. K. et al., J. General 

Virology 78: 2813-2820, 1997) £ffl^fco PCR7*7^ T-liNGF-N£NGF-C£fl§ 
^Xft^tzo NGF-Nfiio^-Cli. 7* >7-h* : ACTTGCGGCCGCCAAAGTTCAGTAATGTCCA 
TGTTGTTCTACACTCTG (SE^'JS^ : 3 3), NGF-Cdo^Tlix 'J rt—7> : ATCCGCGGC 
CGCGATGAACTTTCACCCTAAGTTTTTCTTACTACGGTCAGCCTCTTCTTGTAGCCTTCCTGC ( IB JO II 

: 3 4) Sftffilfc. NGF-NhNGF-C£&7^T-Cffi^fci§£&> R 

T^#TT*NGF/SeV/AFi±NGF£#|itt&^> K^ffi£ixfcottMe£li^> Ktt 
fcfflStl&frofc (125 5T)o 

fi©£ihin vitror5t4$j£ 
jSffeSOTFS60«ai±x ^gl0cM^liiHI6ci:7l/- r icSKconfluent 
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IZ m M £ # LLC-MK2/F ^ ^ LLC-MK2 MMZm^Tfiitzo NGF/SeV/ A F, 
NGF/SeV/ A F-GFP &LLCMK2/F NGF/SeV£7j GFP/SeV&LLC-MK2,MC 

m.o.i. 0.01T'«i£-t!\ 7.5Ag/niLcDTrypsin (GIBCO) ^^i£a^^^^*V>MEM 
igiiraBF^fibfco 3BmfJ(S100%©«#« Trypsin£t>*M£ 

. 48,000xg£T60#5Ii|>^ ±?f (300TNGF^fiO^*St>"in vitrorSM^ 
Zftitzo *nMm-Z&, F*£SSeV (NGF/SeV/ AF, NGF/SeV/ A F-GFP) (0 5 5 
#M) ^LLC-MK2/F$fflJ!S{Z^^^T^S^ IS m.o.i. (0]x.i£li£^&3) £Ji 

NGF^ac^MliELISA KitTr&SNGF Emax Immuno Assay System (Promega) £ 

^ijfflufeo ru h?-Mmttxm(Dmmzft-otz 0 NGF/sev/AF, ngf/scv/a 

F-GFPS^NGF/SeV©^^J3S^#±?f*(3l±^n^n 32.4/zg/mL, 37.WmL 
RTF 10.5//g/mL©NGFSa®#ffi«^^ixfeo NGF/SeV/ AF, NGF/SeV/ A F-GFP 
0^»^«±?i * 13 1±. fl&iigONGFM 6 bNGF/SeV©«,«£ii± 

m*(Dmm&a.tmmg.-z& F^£MSevt3£oTfc+#»©NGF©3ggi#;& 

NGFMe©invitrorS«J^{^ -7 r 'JcD^^-e^^^W^^^W 
^ifflflS^iiJ^^^T'CD^^M^rStt^Ji^^^ ofc (Nerve Growth Factors 
(Wiley, New York), pp.95-109 (1989))„ i&410BttO-7 h UffiJ:D»«»fi 
gjS^gj o aj U 0.25% Trypsin (GIBCO) T-37°C 20^1i^K bfco 100 units/mL 
©penicillin (Gibco), lOOunits/mL (D streptomycin (Gibco), 250ng/mL© 
amphotericin B (Gibco), 20 ju. M CD 2-deoxyuridine (Nakarai), 20 ^M© 5- 
fluorodeoxyuridine (Nakarai), 2mM L-glutamine (Sigma)£tF5%©lftL?i£^i?it 
40U =3 - * ©D-MEMtgftfe £ b % 96-wel 1 7* b - h C lwel 1 & fc 0 #J5000{@ 
3gg-ei£*£§l#ib£o7 , l'- MipolylysinD- h bfc96-vell7 , l'- Mlwaki) 



WO 00/70055 



PCT/JPOO/03194 



-76- 

£H£laminin (Sigma) TJ3- h ITfiLfc, »«MSfil^t:3 > h D-;U"C& 
aN6F»e*^«45fefc:««UfcSeV««!ftCD««±fll&»JlOUfc« 3B^ 8i«8T 
T'*fflflS£Mglf Siiftl:, Alamerblue (CosmoBio) £»L5. !>3>KUTtC«fc 
3S§7G*S££*i1f ilbT (53OM"C©jebfc59OM0£#ai*fc»e) 
S^^ofeo D»n-;i/. (NGF«Mt) RTFSeVmmm-W? (GFP/SeV) 

sfe«Mai§«±?ioiSc3to (i/iooo#»5) T?i±mm&(D£MM&*?&ffi&&~z&^ 

ftifi. NGF/SeV/AF, NGF/SeV/AF-GFP&VN6F/SeV®iSlfe«BJ!a^il±fll*iRiin ( 
1/100(MMR) «£i:C«fc!K R«*^aiftcD±#* J £&h^iffllia»* J #<4 
#£8fSffi£*bTV^fc$l»r£ftfc (05 6) 0 ^bT, ^©fiS(iELISA(Z<fc 0 

sj<to feNGF^ e mama tE»ts &-otz 0 mm<Dzt &mffi.MT-c$L9£& 

NGF/SeV/AF, NGF/SeV/AF-GFPSt>'NGF/SeV©^lfflflSlg#±?»$: 
o fiP*>, HGF»«F^5«5fflSeY©*»K:J:oT*a**l«HGFttSttffli:L'C»»b 

[Uttfll 2 4 ] F$g^tt©Plffl&Jg#f 

1) Adeno-Cre©moi£i^B#FBi 

Mfc % Adeno-CreGDmoi £{£ o TLLC-MK2/Ffci88fe£ -&F5 fi ©|83i£^# b 

moi^O^IJt^moi^O^^^M^^^ofc* 5 (® 5 8 ), ft$%6h 

moi=K 3, 10, 30, 100tflBJ!SC«»lU"C»IS©»»*flS*iBI»»^«* 
bfc#, moi=10$T{cmF^(ClI^CDMA s Efe^n^^ofc^> moi=30feU:tC& 

2) &ft& 

LLC-MK2/F C n b T Adeno-Cre& o T Ffi B © £S £ B3* b Tfr £ 7ft £ * lift b 
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N 3.7%©Formalin-PBST*5#f^@£Ufco Z<DWi, PBST«£-lsIft&bfc^ 
0 . IX Triton X100-PBST-53«3I LX.fflm fi^^n 1— r -236 ) ( 100 

m^)tYiKm^ihm^^^ig^m2oo{^)(Dmxmm^mmLx, mmz 

PBST-&& LT1/ — tf — WWM*. & otllLL 
^©?i£ifL 7^i*^««bfc«Ma©F«a©*8Ultitttt«:3tPofc (06 0) 

^20ftg£Ti&ftLfc«£&^^ 
«|qi#S&3ftfc (0 6 Do 

[fH£#J2 5] GFP-CIU£i/tSeV-CIU£©*§K&l& 

2a^©^{C«fcSCIU (Cell-Infected Unit) (DfflfemgkZWimM&Zm^tz 
o LLC-MK2«^2xl0 5 cells/dishT?12vell-platel;:3§t, 24Bf|i3i£#^ Jfll» 
£^£fc^MEM£«lllIffi&Lfc^ SeV/AF-GFP&lOOAl/well-CiRSSUfco 15 
jfoM£#£&^MEM£ife£lml/well;&Q;^ 3 e>C24l$IHIiS*Ufco 

PBS(-)T*3isi^Lfc^ »ia*(ejft**(»io«"-i5«'Sfitt«), mu*m%t 

dS^«) o PBS(-)ri00^*RCfc^*^«fcD'»«$iifcttSeV3K'J^D-^ 
ffi#(DN-l)£300/d/wellilI;^ 37°CT-45#F^ h UfcgU PBS(-)7f3 

UffifrU PBS(-)T200<g#Rbfctft^*^IgG(H+D)m*««=*ta# (Alex™ 
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568: Molecular Probes#^)£300/zl/wellljn;u 37 a C-e45#RH >*^~ r U 
tzo PBS(-)T-3IH^ bfc^^ M^IWWIT (Emission: 560mn, Absorption: 645nm 

MMiltt SeV/AF-GFP £100^1/wellT-« U5#gL jfoj»*M&^MEM 
* 1 ml/wellillx., £ £>fc24l$IIU3*£, tt«©ttf£&fTferc*USfc£#H« 
(Emission: 360nm, Absorption: 470nm:7 ;U*-: ? 'T £#§0 "CGFWgS 

il#©M3fe^jg : &^*^ttll^SW^ffiUfci:C5^ Aff**H.S*Lfc (EI 
6 2), 

1) -fe>*W ^-f (SeV) ^^yAcDNA, pSeV18* ©cDHACD^V A*®^ < 

1) ^A^^i:tt{±^t. pSeV18 + fcEag rcStflsLfctftf (2644bp 

), ClarafrflsUfcKtf (3246bpK Clal/EcoRIT-tfHbLfclSrK- (5146bp), W 
Eco MTfififcLfeWfi- (5010bp) £*ft*ft7# n-**&iMttrea'MU RiSf 
£;\*> KfctU !> ffl U QIAEXII Gel Extraction System (QIAGEN&SD "CHUB • » 
StL Eag I^iBfcLfcWJtB:LITMUS38 (NEW ENGLAND BIOLABSttSK Cla IT* 
#HbLfc»rtt\ Clal/Eco RIlfiBfcLfcWftfx &tfEco EltS-fb UfcKfrtt 
P BluescriptIIKS+ (STRATAGENE&10 l:7-f^-^3>U o-->^b 
o V^ X m M B M V J h ® 5S m ^ lACIi Quickchange Site-Directed 
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aagataatcgatcag-3' (BBfllW : 3 5), (7>^>xm) 5' -ctgatcgattatctt 
gggtggacggtgttgagacttctcc-3' (IS?iJ#f : 3 6 ), Nhe I: (-fe>*M) S'-gt^t 
atgtgttcagttgagcttgctgtcggtctaaggc-3' : 3 7), (T>^-b 

5'-gccttagaccgacagcaagctcaactgaacacatatac-3' (K?'J3|-f : 3 8K Xho I: ( 
-fe>X0) 5'-caatgaactctctagagaggctggagtcactaaagagttacctgg-3' (m^Sf : 
3 9), (rvfty^fl) 5'-ccaggtaactctttagtgactccagcctctctagagagttcattg 
-3' (IS?'Jfl^ : 4 0), Sfc»JIEg^»ACIiNP-PIH : 5'-gtgaaagt 
tcatccaccgatcggctcactcgaggccacacccaaccccaccg-3' (E^IfM?" : 41), 
-fe >X8!) 5' -cggtggggttgggtgtggcctcgagtgagccgatcggtggatgaactttcac-3' (IE 
^jrg-sf : 4 2), P-MUg : 5' -cttagggtgaaagaaatttcagctagcacggcgcaa 

tggcagatatc-3' (K#l#^ : 4 3), (T>^-fe>*M) 5' -gatatctgccattgcgccg 
tgctagctgaaatttctttcaccctaag-3' (BB^IS^ : 4 4), M-FH : (-fe>*«) 5'-c 
ttagggataaagtcccttgtgcgcgcttggttgcaaaactctcccc-3' (BE^'J^: 4 5), (T> 
f-b>^0|) S'-ggggagagttttgcaaccaagcgcgcacaagggactttatccctaag-S' (IB^J^ 
-5f : 4 6), F-HNfgl : (-fe>*^) 5' -ggtcgcgcggtactttagtcgacacctcaaacaagcaca 
gatcatgg-3' (E?!l«- : 4 7 ), (T>^-fe>^^) 5' -ccatgatctgtgcttgtttgag 
gtgtcgactaaagtaccgcgcgacc-3' (K#J« : 4 8), HN-Lfgi : (-fe>*il) 5' -ceo 
agggtgaatgggaagggccggccaggtcatggatgggcaggagtcc-3' (BE?!lfS-f : 4 9), (T> 
^~fe >^^) 5' -ggactcctgcccatccatgacctggccggcccttcccattcaccctggg-3' (U?!J 
if : 5 0) £*ft*n£J5fcUKJfcCJB^fco' ^ft^not0r>t£±i2i5i 

2) CD*§£\ (-b>^^) 5'-ggccgcttaattaacggtttaaacgcgcgccaacagtgttgataa 
gaaaaacttagggtgaaagttcatcac-3' (K#J#f : 5 1), (7>^-b>*ii) 5'-ggc 
cgtgatgaactttcaccctaagtttttcttatcaacactgttggcgcgcgtttaaaccgttaattaagc-3' 

(BEBIW : 5 2) -fc^fiEU *ft*ft<D£ria>NA?fc 'J >KfbU 85°C 2#, 65 
°C 15#, 37°C 15#, MS 15#T* 7-- V SeV cDNA'xJfi^&fco 
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1 : SeV virions 

2 : LLCMK2 

3 : LLC/F7-trypsin 

4 : LLC/F7+trv r psin 
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6: LLCMK2/F+ad ld/Vac Id 
7: LLCMK2/F+ad ld/Vac 3d 
8 : ULCMK2/F+ad ld/AraC+Vac Id 
9: LLCMK2/F+ad ld/AraC+Vac 3d 
10 : LLCMK2/F+ad ld/CHX Id 
11 : LLCMK2/F+ad ld/CHX 3d 
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11: CVl/F+ad ld/CHX 3d 
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SeV/AF-GFP 
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1: +18-NP, +18Not.RK h<Dftft<Dmm 

2: M-GFP, GFP&te : ?tfFi&fc7 L Xm&®:<Dft&<D&m 

3: Fgene, Fi&BiTO&ftomm 
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1 . F gene 



2, M/G FP 




^> SeV (wt) 



^> AFGFP 



Primer 
Set 



AFGFP F/AFGFP GFP/SeV SeV (wt) 
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1 6 



cntrl/a c-kit + 



cntrl/a c-kit - " 



GFP-wtSeV/a c-kit + 



GFP-wtSeV/a c-kit 



GFP-dFSeV/a c-kit 



GFP-dFSeV/a c-kit - 




□ PE+/GFP- 
H PE+/GFP+ 



cntri/a c-kit + - 
cntrl/a c-kit - - 
GFP-wtSeV/a c-kit + - 
GFP-wtSeV/a c-kit 
GFP-dFSeV/a c-kit + - 
GFP-dFSeV/a c-kit-- 



□ PE+/GFP- 
H PE+/GFP+ 



IT) 

d 



1^ 
in 



CNJ 



in 

CVJ 
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LLC-MK2 LLC-MK2/F7 
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I : LLC/VacT7/ pG EM/FHN 
2: LLC/VacT7 

3 : LLC/FHNmix 
4: LLC/FHN 1-13 
5: LLC/FHN 2-6 
6: LLC/FHN 2-16 
7 : LLC/FHN 3-3 
8: LLC/FHN 3-18 
9: LLC/FHN 3-22 
10: LLC/FHN 4-3 

I I : LLC/FHN 5-9 
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□ 
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m 
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1 : LLCMK2/Ad(moh1 ) 
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5:LLCMK#F/Ad(moi=1 0) 
6: LLCMK F/Ad(moi= 30 ) 
7:LLCMK2fF/Ad(moi=1 00) 
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1 : LLC-MK2/Ad-Cre(Negative Control ) 

2 : LLC-MK2/F/Ad-Cre/P0 

3 : LLC-MK2/F/Ad-Cre/f>l 

4 : LLC-MK2/F/Ad-Cre/P2 

5 : LLC-MK2/F/Ad-Cre/P3 

6 : LLC-MK2/F/Ad-Cre/P4 

7 : LLC-MK2 /¥/ Ad-Cre /? 5 

8 : LLC-MK2/F/Ad-Cre/P6 

9 : LLC-MK2/F/ Ad-Cre /?7 
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SEQUENCE LISTING 

<110> DNAVEC Research Inc. 

<120> RNP derived from paramyxoviruses 

<130> D3-102PCT 

<140> 
<141> 

<150> JP 1999-200740 
<151> 1999-05-18 

<160> 52 

<170> Patentln Ver. 2.0 



<210> 1 
<211> 18 
<212> DNA 
<213> Artificial 



Sequence 



<220> ; 

<223> Description of Artificial Sequence: Artificially 
Synthesized Sequence 
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<400> 1 

atgcatgccg gcagatga 18 

<210> 2 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 2 

gttgagtact gcaagagc 1! 

tl ; <210> 3 

<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Sylith^fzyd~PfimeT~Sequence 



<400> 3 
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tttgccggca tgcatgtttc ccaaggggag agttttgcaa cc 

<210> 4 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 4 

atgcatgccg gcagatga 

<210> 5 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 



<400>-5 

tgggtgaatg agagaatcag c 



21 
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<210> 6 

<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 6 

atgcatatgg tgatgcggtt ttggcagtac 



u 



<210> 7 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 



<400> 7 

tgccggctat tattacttgt acagctcgtc 



30 



<210> 8 
<211> 21 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 8 

atcagagacc tgcgacaatg c 

<210> 9 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

V <223> Description of Artificial Sequence: Artificially 

Synthesized Primer Sequence 

<400> 9 

aagtcgtgct gcttcatgtg g 
<210> 10 

<2+l>-25 

<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 10 

acaaccacta cctgagcacc cagtc 

<210> 11 
<2U> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 11 

gcctaacaca tccagagatc g 

<210> 12 
<211> 20 
<212> DNA 

-<213>~ Artificial-Sequence 



<220> 
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<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 12 

acattcatga gtcagctcgc 20 



<210> 13 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 13 

atcagagacc tgcgacaatg c 

<210> 14 
<211> 21 
<212> DNA 

<213> Artificial Sequence 

-<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 
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<400> 14 

aagtcgtgct gcttcatgtg g 

<210> 15 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 15 

gaaaaactta gggataaagt ccc 

<210> 16 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
— Synthesized-Prinier-Sequence ; 



<400> 16 
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gttatctccg ggatggtgc 19 

<210> 17 
<211> 45 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 17 

gcgcggccgc cgtacggtgg caaccatgtc gtttactttg accaa 45 

<210> 18 
<211> 80 
g <212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<40G>-t8 : 

gcgcggccgc gatgaacttt caccctaagt ttttcttact acggcgtacg ctattacttc 60 

tgacaccaga ccaactggta 80 
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<210> 19 
<211> 41 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 19 

ccaccgacca cacccagcgg ccgcgacagc cacggcttcg g 

<210> 20 
<211> 41 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 20 

-cegaagceg-t-gget-gtegeg-geegGtggg-t-g-tgg-tcgg-tg-g 



<210> 21 
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<211> 40 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 21 

gaaatttcac ctaagcggcc gcaatggcag atatctatag 40 

<210> 22 
<211> 40 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 



<400> 22 

ctatagatat ctgccattgc ggccgcttag gtgaaatttc 



40 



<-210>-23- 
<211> 43 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 23 

gggataaagt cccttgcggc cgcttggttg caaaactctc ccc 

<210> 24 
<211> 43 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
(.'.-' synthesized sequence 

<400> 24 

ggggagagtt ttgcaaccaa gcggccgcaa gggactttat ccc 

<210> 25 
<211> 47 

— <212>-DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 25 

ggtcgcgcgg tactttagcg gccgcctcaa acaagcacag atcatgg 

<210> 26 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

t£? <400> 26 

ccatgatctg tgcttgtttg aggcggccgc taaagtaccg cgcgacc 

<210> 27 
<211> 44 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: artificially 



WO 00/70055 



PCT/JPOO/03194 



14/25 

synthesized sequence 
<400> 27 

cctgcccatc catgacctag cggccgcttc ccattcaccc tggg 

<210> 28 
<211> 44 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 28 

cccagggtga atgggaagcg gccgctaggt catggatggg cagg 

<210> 29 
<211> 40 
<212> DNA 

<213> Artificial Sequence 



<220> 

x223>-Descrfption-of-Artrfrcial-Sequencei-art^ 
synthesized sequence 
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<400> 29 

gcggcgcgcc atgctgctgc tgctgctgct gctgggcctg 

<210> 30 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 30 

gcggcgcgcc cttatcatgt ctgctcgaag cggccggccg 

<210> 31 
<211> 74 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 



<400> 31 

gcggccgcgt ttaaacggcg cgccatttaa atccgtagta agaaaaactt agggtgaaag 60 
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ttcatcgcgg ccgc ' 4 

<210> 32 
<211> 74 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 32 

gcggccgcga tgaactttca ccctaagttt ttcttactac ggatttaaat ggcgcgccgt 60 
ttaaacgcgg ccgc 74 

<210> 33 
<211> 48 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 



<400> 33 

acttgcggcc gccaaagttc agtaatgtcc atgttgttct acactctg 
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<210> 34 
<211> 72 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 34 

atccgcggcc gcgatgaact ttcaccctaa gtttttctta ctacggtcag cctcttcttg 60 
tagccttcct gc 72 

<210> 35 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 



<400>-35 

ggagaagtct caacaccgtc cacccaagat aatcgatcag 



40 
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<210> 36 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 36 

ctgatcgatt atcttgggtg gacggtgttg agacttctcc 40 

<210> 37 
<211> 38 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 37 

gtatatgtgt tcagttgagc ttgctgtcgg tctaaggc 38 

<210> 38 
<211> 38 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 38 

gccttagacc gacagcaagc tcaactgaac acatatac 

<210> 39 
<211> 45 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 39 

caatgaactc tctagagagg ctggagtcac taaagagtta cctgg 
<210> 40 

<211>-45 — 

<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 40 

ccaggtaact ctttagtgac tccagcctct ctagagagtt cattg 

<210> 41 
<211> 52 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 41 

gtgaaagttc atccaccgat cggctcactc gaggccacac ccaaccccac eg 

<210> 42 
<211> 52 
<212> DNA 

-<213>-Artificial-Sequence 



<220> 
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<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 42 

cggtggggtt gggtgtggcc tcgagtgagc cgatcggtgg atgaactttc ac 

<210> 43 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 43 

cttagggtga aagaaatttc agctagcacg gcgcaatggc agatatc 

<210> 44 
<211> 47 
<212> DNA 

<213> Artificial Sequence 



<220> ; 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 
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<400> 44 

gatatctgcc attgcgccgt gctagctgaa atttctttca ccctaag 47 

<210> 45 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 45 

cttagggata aagtcccttg tgcgcgcttg gttgcaaaac tctcccc 47 

<210> 46 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 



<400> 46 
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ggggagagtt ttgcaaccaa gcgcgcacaa gggactttat ccctaag 

<210> 47 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 47 

ggtcgcgcgg tactttagtc gacacctcaa acaagcacag atcatgg 

<210> 48 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 



<400> 48 ; 

ccatgatctg tgcttgtttg aggtgtcgac taaagtaccg cgcgacc 



47 
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<210> 49 

<211> 49 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 49 

cccagggtga atgggaaggg ccggccaggt catggatggg caggagtcc 

<210> 50 
<211> 49 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesi zed sequence 

<400> 50 

ggactcctgc ccatccatga cctggccggc ccttcccatt caccctggg 



<210> 51 
<211> 72 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 51 

ggccgcttaa ttaacggttt aaacgcgcgc caacagtgtt gataagaaaa acttagggtg 60 
aaagttcatc ac 72 

<210> 52 
<211> 72 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 52 

ggccgtgatg aactt^tcacc ctaagttttt cttatcaaca ctgttggcgc gcgtttaaac 60 
cgttaattaa gc 72 
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DESCRIPTION 
PARAMYXOVIRUS -DERIVED RNP 

5 Technical Field 

The present invention relates to paramyxovirus-derived 
ribonucleoprotein complex and the utilization thereof. 

Background Art 

10 Paramyxovirus is a virus comprising negative-strand RNA as the 

genome. Negative-strand RNA viral vectors have several 
characteristics significantly different from retroviruses, DNA 
viruses or positive-strand RNA virus vectors . Genomes or antigenomes 
of negative-strand RNA viruses do not directly function as mRNA, so 

15 they cannot initiate the synthesis of viral proteins and genome 
replication. Both RNA genome and antigenome of these viruses always 
exist in the form of a ribonucleoprotein complex (RNP) , so they hardly 
cause problems caused by antisense strands, such as interfering with 
the assembly of genome to RNP due to mRNA hybridizing with naked 

20 genomic RNA, as in the case of positive strand RNA viruses. These 
viruses comprise, their own RNA polymerases, performing the 
transcription of viral mRNAs or replication of viral genomes using 
RNP complex as the template. Worthy of mentioning is that 
negative-strand RNA (nsRNA) viruses proliferate only in the cytoplasm 

25 of host cells, causing no integration thereof into chromosomes, 
because they do not go through a DNA phase . Furthermore, no homologous 
recombination among RNAs has been recognized. These properties are 
considered to contribute a great deal to the stability and safety 
of negative-strand RNA viruses as gene expressing vectors. 

30 Among negative-strand RNA viruses, present inventors have been 

focusing their attention on the Sendai virus (SeV) . Sendai virus is 
a non-segmented type negative-strand RNA virus belonging to the genus 
Paramyxovirus, and is a type of murine parainfluenza virus. This 
virus has been said to be non-pathogenic towards humans . In addition, 

35 an attenuated laboratory strain (Z strain) of Sendai virus has been 
isolated, which only induces mild pneumonia in rodents, the natural 



2 



hosts (J. General Virology (1997) 78, 3207-3215). This strain has 
been widely used as a research model for molecular level studies of 
the transcription-replication mechanism of paramyxoviruses- Sendai 
virus attaches to the host cell membrane and cause membrane fusion 
5 via its two envelope glycoproteins, hemagglutinin-neuraminidase (HN) 
and fusion protein (F), and efficiently releases its own RNA 
polymerase and RNA genome existing in the form of ribonucleoprotein 
complex (RNP) into the cytoplasm of host cells to carry out 
transcription of viral mRNA and genome replication therein (Bitzer, 

10 M. et. al., J. Virol. 71(7): 5481-5486, 1997). 

Present inventors have hitherto developed a method for 
recovering infectious Sendai virus particles from cDNA corresponding 
to Sendai virus genome. In this method, for example, after infecting 
LLC-MK2 cells with vaccinia virus encoding T7 RNA polymerase, the 

15 cells are further transfected simultaneously with three plasmids 
encoding the antigenome of Sendai virus under the control of T7 
promoter, the nucleoprotein (NP) of Sendai virus and the RNA 
polymerase proteins (P and L) , respectively, to form antigenomic 
ribonucleoprotein complexes (RNPs) as intermediates of viral genome 

20 replication in the cells, and then replicate biologically active 
(functional) genomic RNPs capable of initiating viral protein 
transcription and virus particle assembly. When recovering the 
wild-type Sendai virus, these functional genomic RNPs are injected 
into chorioallantoic sac of chicken eggs together with reconstituted 

25 cells to perform virion multiplication (Kato, A. et al., Genes cells 
1, 569-579 (1996) ) . 

However, Sendai virus has been known to incorporate host cell 
proteins thereto during virion formation (J. Biol. Chem. (1997) 272, 
16578-16584), and such incorporated proteins maybe possible causes 

30 of antigenicity and cytotoxicity when transferred to target cells. 

In this regard, in spite of the obvious need existing for the 
use of RNP as vectors without utilizing Sendai virus particles, there 
has been no report on such a utilization. 

35 Disclosure of the Invention 

An objective of the present invention is to isolate an RNP 
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deriving from a virus belonging to the family Paramyxoviridae, and 
to provide the utilization thereof as a vector. In a preferred 
embodiment , vectors comprising a complex of RNP with a cationic 
compound are provided . 
5 The present inventors have prepared RNPs from Sendai virus 

belonging to the family Paramyxoviridae and investigated their use 
as a vector. 

Specifically, first, the present inventors prepared a Sendai 
virus genomic cDNA deficient in the gene for the F protein, which 

10 is one of the envelope proteins of the virus, so as not to produce 
wild-type Sendai viruses in target cells, and further constructed 
a vector to express the cDNA in cells (GFP gene is inserted into the 
vector as a reporter at the F gene-deficient site) . The vector thus 
prepared was transferred to cells expressing proteins required for 

15 RNP formation to produce an RNP comprising an F gene-deficient genome. 
Then, the RNP was removed from the cells by repeating cycles of 
freezing and thawing of the cells, mixed with a cationic lipofection 
reagent, and transferred to F gene-expressing cells. As a result, 
the expression of GFP as a reporter was detected in the cells to which 

20 RNP was transfected. 

Namely, present inventors succeeded not only in preparing 
functional RNP from Sendai virus, but also found a possibility to 
express a foreign gene comprised in RNP, even when this RNP is 
transferred to target cells utilizing, for example, a gene transfer 

25 reagent such as a cationic liposome, in stead of just infecting the 
RNP to cells as a constituting element of Sendai virus, and thus 
accomplished this invention. 

Namely, this invention relates to paramyxovirus-derived RNP and 
the utilization thereof as a vector, more specifically to: 

30 (1) a complex comprising (a) a negative-strand single-stranded RNA 
derived from a paramyxovirus, wherein said RNA is modified so as not 
express at least one of the envelope proteins of Paramyxoviridae 
viruses, and (b) a protein encoded by and binding to said 
negative-strand single-stranded RNA; 

35 (2) a complex according to (1), wherein said negative-strand 
single-stranded RNA is modified so as to express NP, P and L proteins, 
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but not F, HN or M proteins, or any combination thereof; 

(3) a complex according to (1) or (2), wherein said negative-strand 
single-stranded RNA derives from the Sendai virus; 

(4) a complex according to any of (1) through (3), wherein said 
5 negative-strand single-stranded RNA further encodes a foreign gene; 

(5) a composition for gene transfer, comprising a complex according 
to (4) and a cationic lipid; 

(6) a composition for gene transfer, comprising a complex according 
to (4) and a cationic polymer; and, 

10 (7) a method for expressing a foreign gene in a cell, comprising the 
step of introducing the composition for gene transfer according to 
(5) or (6) into a cell. 

"NP, P, M, F, HN and L genes" of viruses belonging to the family 
Paramyxoviridae refer to genes encoding nucleocapsid, phospho, matrix, 
15 fusion, hemagglutinin-neuraminidase and large proteins, 
respectively. Respective genes of viruses belonging to subfamilies 
of the family Paramyxoviridae are represented in general as follows. 
NP gene is generally described also as the "N gene". 

Genus N P/C/V M F HN - L 

Respirovirus 

Genus N P/V M F HN (SH) L 

Rubullavirus 

Genus N P/C/V M F H - L 

Morbillivirus 

Database accession numbers for nucleotide sequences of genes 
20 of the Sendai virus classified into Respirovirus of the family 
Paramyxoviridae are, M29343, M30202, M30203, M30204, M51331, M55565, 
M69046 and X17218 for NP gene, M30202, M30203, M30204, M55565, M69046, 
X00583, X17007 and X17008 for P gene, D11446, K02742, M30202, M30203, 
M30204, M69046, U31956, X00584 and X53056 for M gene, D00152 , D11446, 
25 D17334, D17335, M30202, M30203, M30204, M69046, X00152 and X02131 
for F gene, D26475, M12397, M30202, M30203, M30204, M69046, X00586, 
X02808 and X56131 for HN gene, and D00053, M30202, M30203, M30204, 
M69040, X00587 and X58886 for L gene. 

The present invention relates to a ribonucleoprotein complex 
30 (RNP) derived from viruses belonging to the family Paramyxoviridae 
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deficient in any of the envelope genes. The complex is modified so 
as not to produce the virus having the envelope protein in target 
cells in the absence of the envelope protein. That is, RNP according 
to this invention comprises (a) a negative-strand single-stranded 
5 RNA originating in paramyxovirus modified so as not to express at 
least one of envelope proteins of Paramyxoviridae viruses (b) a 
protein encoded by and binding to said negative-strand 
single-stranded RNA. 

Proteins capable of binding to a negative-strand 

10 single-stranded RNA refer to proteins binding directly and/or 
indirectly to the negative-strand single-stranded RNA to form an RNP 
complex with the negative-strand single-stranded RNA. In general, 
negative-strand single-stranded RNA (genomic RNA) of paramyxovirus 
is bound to NP, P and L proteins. RNA contained in this RNP serves 

15 as the template for transcription and replication of RNA (Lamb, R. 
A., and D. Kolakofsky, 1996, Paramyxoviridae : The viruses and their 
replication, pp. 1177-1204. In Fields Virology, 3 rd edn. Fields, B. 
N., D. M. Knipe, and P. M. Howleyetal. (ed.), Raven Press, New York, 
N. Y-). Complexes of this invention include those comprising 

20 negative-strand single-stranded RNAs originating in paramyxovirus 
and proteins also originating in paramyxovirus which bind to the RNAs. 
Complexes of this invention are RNP complexes comprising, for example, 
negative-strand single-stranded RNA to which these proteins (NP, P 
and L proteins) are bound. In general, RNP complexes of paramyxovirus 

25 are capable of autonomously self-replicating in host cells. Thus, 
RNPs transferred to cells intracellularly proliferate to increase 
the copy number of the gene (RNA contained in RNP complex) , thereby 
leading to a high level expression of a foreign gene from RNP carrying 
the foreign gene. Vectors of this invention are preferably those 

30 capable of replicating RNA comprised in complexes (RNP) in transfected 
cells. 

The origin of RNP complexes of this invention is not limited 
as long as it is a virus of family Paramyxoviridae, but Sendai virus 
belonging to the genus Paramyxovirus is especially preferred. 
35 Besides Sendai virus, RNPs of this invention may derive from the 
measles virus, simian parainfluenza virus (SV5) and human 
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parainfluenza virus type 3, but the origin is not limited thereto. 

Negative-strand single-stranded RNAs contained in RNPs of 
this invention are constructed so as to suppress the expression of 
at least one of the envelope proteins of Paramyxoviridae viruses. 
5 Examples of envelope proteins the expressions of which are suppressed 
are, F protein, HN protein, or M protein, or any combination thereof . 
negative-strand single-stranded RNAs are constructed so as to 
express NP f P and L proteins that are required for the formation of 
RNPs. negative-strand single-stranded RNAs contained in RNPs of 

10 this invention may be modified, for example, so as to express NP, 
P and L proteins, but not F and/or HN proteins. 

In the case of Sendai virus (SeV) , the genome of the natural 
virus is approximately 15,000 nucleotides in size, and the 
negative-strand comprises six genes encoding NP (nucleocapsid) , P 

15 (phospho) , M (matrix), F (fusion), HN (hemagglutinin- neuraminidase) 
and L (large) proteins lined in a row following the 3' -short leader 
region, and a short 5' -trailer region on the other end. In this 
invention, this genome can be modified so as not to express envelope 
proteins by designing a genome deficient in any of F, HN and M genes, 

20 or any combination thereof. Deficiency in either F gene or HN gene, 
or both is preferred. Since these proteins are unnecessary for the' 
formation of RNP, RNPs of this invention can be manufactured by 
transcribing this genomic RNA (either positive or negative-strand ) 
in the presence of NP, P and L proteins . RNP formation can be performed, 

25 for example, in LLC-MK2 cells, or the like. NP, P and L proteins can 
be supplied by introducing to cells expression vectors carrying the 
respective genes for these proteins (cf . examples) . Each gene may 
be also incorporated into chromosomes of host cells. NP, P and L genes 
to be expressed for the formation of RNP need not be completely 

30 identical to those genes encoded in the genome contained in RNP. That 
is, amino acid sequences of proteins encoded by these genes may not 
be identical to those of proteins encoded by RNP genome, as long as 
they can bind to the genomic RNA and are capable of replicating RNP 
in cells, and may have mutations or may be replaced with a homologous 

35 gene from other viruses. Once an RNP is formed, NP, P and L genes 
are expressed from this RNP to autonomously replicate RNP in the cells . 
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To reconstitute and amplify an RNP in cells, the RNP is either 
transferred to cells (helper cells) expressing envelope proteins 
whose expression is suppressed by modifying negative-strand 
single-stranded RNA contained in the RNP, or the RNP can be 
5 reconstituted in these cells. For example, to amplify RNP from 
negative-strand single-stranded RNA which has been modified so as 
not to express F gene, F protein is arranged to be expressed together 
with NP, P and L proteins in the cells. Thus, a viral vector retaining 
envelope proteins is constructed, and amplified via its infection 
10 to helper cells. 

In addition, it is also possible to use envelope proteins 
different from that whose expression was suppressed by modifying 
negative-strand single-stranded RNA. There is no particular 
limitation on the type of such envelope proteins . One example of other 
15 viral envelope proteins is the G protein (VSV-G) of vesicular 
stomatitis virus (VSV) . RNP complexes of this invention can be 
amplified, for example, using cells expressing the G protein (VSV-G) 
of VSV. 

Complexes of this invention can be usually prepared by (a) 

20 introducing a vector DNA encoding paramyxovirus-derived 
negative-strand single-stranded RNA that has been modified so as not 
to express at least one of the viral envelope proteins of 
Paramyxoviridae viruses, or a complementary strand of said RNA, into 
cells (helper cells) expressing envelope proteins to express the RNAs, 

25 and (b) culturing the cells to recover RNP complexes from the culture 
supernatant or cell extracts. By coexpressing NP, L and P proteins 
at the time of vector DNA expression, RNPs are formed and a virus 
having envelope proteins is constructed. 

Vector DNA to be expressed in helper cells encodes 

30 negative-strand single-stranded RNA (negative-strand ) or 
complementary strand thereof (positive strand) contained in complexes 
of this invention. Although the strand to be transcribed inside cells 
may be either positive or negative-strand , it is preferable to arrange 
so as to transcribe the positive strand for the improvement of complex 

35 reconstitution efficiency. For example, DNA encoding 

negative-strand single-stranded RNA or complementary strand thereof 
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is linked downstream of T7 promoter to be transcribed to RNA by T7 
RNA polymerase. 

For example, a virus comprising RNP complex can be reconstituted 
by transf ecting a plasmid expressing a recombinant Sendai virus genome 
5 deficient in envelope genes into host cells, together with a vector 
expressing the deficient envelope protein and NP, P/C and L protein 
expression vectors. Alternatively, RNP complex can be manufactured 
using, for example, host cells incorporated with F gene into 
chromosomes thereof. Amino acid sequences of these protein groups 

10 supplied from outside the viral genome need not be identical to those 
deriving from the virus. As long as these proteins are equally active 
to or more active than natural type proteins in transferring nucleic 
acids into cells, genes encoding these proteins may be modified by 
introducing a mutation or replacing with homologous genes from other 

15 viruses. Since, in general, it has been known that long-term culture 
of host cells is sometimes difficult because of cytotoxicity and cell 
shape-altering activity of envelope proteins, they may be arranged 
to be expressed only when the vector is reconstituted under the control 
of an inducible promoter (cf . examples) . 

20 Once RNP or virus comprising RNP is formed, complexes of this 

invention can be amplified by introducing this RNP or virus again 
into the aforementioned helper cells and culturing them. This 
process comprises the steps of (a) introducing either the complex 
of this invention or viral vector comprising the complex to cells 

25 expressing envelope proteins, and (b) culturing the cells and 
recovering virus particles from the culture supernatant or cell 
extracts. 

RNP may be introduced to cells as a complex formed together with, 
for example, lipof ectamine and polycationic liposome. Specifically, 

30 a variety of transfection reagents can be utilized. Examples thereof 
are DOTMA (Boehringer) , Superfect (QIAGEN #301305), DOTAP, DOPE, 
DOSPER (Boehringer #1811169), etc. Chloroquine may be added to 
prevent RNP from decomposition in endosomes (Calos, M. P., 1983, Proc. 
Natl. Acad. Sci. USA 80: 3015). 

35 Once a viral vector is thus constructed in host cells, complexes 

of this invention or viral vector comprising the complexes can be 
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further amplified by coculturing these cells with cells expressing 
envelope proteins. As described in Example 12, a preferable example 
is the method of overlaying cells expressing envelope proteins on 
virus producing cells. 
5 Complexes of this invention, for example, may comprise a viral 

gene encoded in RNA in the complex that has been modified to reduce 
the antigenicity or enhance the RNA transcription and replication 
efficiency. 

Complexes of this invention may include RNA encoding a foreign 

10 gene in their negative-strand single-stranded RNA. Any gene desired 
to be expressed in target cells may be used as the foreign gene. For 
example, when gene therapy is intended, a gene for treating an 
objective disease is inserted into the vector DNA encoding RNA 
contained in complexes. In the case where a foreign gene is inserted 

15 into the vector DNA, for example, Sendai virus vector DNA, it is 
preferable, to insert a sequence comprising a nucleotide number of 
a multiple of six between the transcription termination sequence (E) 
and transcription initiation sequence (S) , etc. (Journal of Virology, 
Vol. 67, No. 8, 1993, p. 4822-4830) . The foreign gene may be inserted 

20 before or after each of the viral genes (NP, P., M, F, HN and L genes) 
(cf. examples). E-I-S sequence (transcription initiation 
sequence-intervening sequence-transcription termination sequence) 
or portion thereof is appropriately inserted before or after a foreign 
gene so as not to interfere with the expression of genes before or 

25 after the foreign gene. Expression level of the inserted foreign gene 
can be regulated by the type of transcription initiation sequence 
added upstream of the foreign gene, as well as the site of gene 
insertion and nucleotide sequences before and after the gene. For 
example, in Sendai virus, the nearer the insertion site is to the 

30 3' -end of negative-strand RNA (in the gene arrangement on the wild 
type viral genome, the nearer to NP gene) , the higher the expression 
level of the inserted gene is. To secure a high expression level of 
a foreign gene, it is preferable to insert the foreign gene upstream 
of NP gene (the 3' -side in negative-strand ) or between NP and P genes. 

35 Conversely, the nearer the insertion position is to the 5' -end of 
negative-strand RNA (in the gene arrangement on the wild type viral 
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genome, the nearer to L gene), the lower the expression level of the 
inserted gene is. To suppress the expression of a foreign gene to 
a low level, the foreign gene is inserted, for example, to the far 
most 5' -side of the negative-strand , that is, downstream of L gene 
5 in the wild type viral genome (the 5' -side adjacent to L gene in 
negative-strand ) or upstream of L gene (the 3' -side adjacent to L 
gene in negative-strand ) . To facilitate the insertion of a foreign 
gene, a cloning site may be designed at the inserting position. 
Cloning site can be arranged to be, for example, the recognition 

10 sequence for restriction enzymes. Foreign gene fragments can be 
inserted into the restriction enzyme site in the vector DNA encoding 
the genome. Cloning site may be arranged to be a so-called 
multi-cloning site comprising a plurality of restriction enzyme 
recognition sequences. RNA genome in complexes of this invention may 

15 harbor at the insertion sites foreign genes other than those described 
above . 

Viral vectors comprising RNP complex derived from recombinant 
Sendai virus carrying a foreign gene can be constructed as follows 
according to, for example, the description in "Kato, A. et al., 1997, 

20 EMBOJ. 16: 578-587" and "Yu, D. et al., 1997, Genes Cells 2: 457-466". 

First, a DNA sample comprising the cDNA nucleotide sequence of 
a desired foreign gene is prepared. It is preferable that the DNA 
sample can be electrophoretically identified as a single plasmid at 
concentrations of 25 ng/|il or more. Below, a case where a foreign 

25 gene is inserted to DNA encoding viral genome utilizing NotI site 
will be described as an example. When NotI recognition site is 
included in the objective cDNA nucleotide sequence, it is preferable 
to delete the NotI site beforehand by modifying the nucleotide 
sequence using site-specific mutagenesis and such method so as not 

30 to alter the amino acid sequence encoded by the cDNA. From this DNA 
sample, the desired gene fragment is amplified and recovered by PCR. 
To have NotI sites on the both ends of amplified DNA fragment and 
further add a copy of transcription termination sequence (E) , 
intervening sequence (I) and transcription initiation sequence (S) 

35 (EIS sequence) of Sendai virus to one end, a forward side synthetic 
DNA sequence and reverse side synthetic DNA sequence (antisense 
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strand) are prepared as a pair of primers containing NotI restriction 
enzyme cleavage site sequence, transcription termination sequence 
(E) , intervening sequence (I) , transcription initiation sequence (S) 
and a partial sequence of the objective gene. 
5 For example, to secure cleavage by NotI, the forward side 

synthetic DNA sequence is arranged in a form in which any two or more 
nucleotides (preferably 4 nucleotides excluding GCG and GCC, 
sequences originating in NotI recognition site, more preferably ACTT) 
are selected on the 5' -side of the synthetic DNA, NotI recognition 

10 site "gcggccgc" is added to its 3' -side, and to the 3' -side thereof, 
any desired 9 nucleotides or nucleotides of 9 plus a multiple of 6 
nucleotides are added as the spacer sequence, and to the 3' -side 
thereof, about 25 nucleotide-equivalent ORF including the initiation 
codon ATG of the desired cDNA is added. It is preferable to select 

15 about 25 nucleotides from the desired cDNA as the forward side 
synthetic DNA sequence so as to have G or C as the final nucleotide 
on its 3' -end. 

In the reverse side synthetic DNA sequence, any two or more 
nucleotides (preferably 4 nucleotides excluding GCG and GCC, 

20 sequences originating in the NotI recognition site, more preferably 
ACTT) are selected from the 5' -side of the synthetic DNA, NotI 
recognition site "gcggccgc" is added to its 3' -side, and to its further 
3' -side, an oligo DNA is added as the insertion fragment to adjust 
the length. This oligo DNA is designed so that the total nucleotide 

25 number including the NotI recognition site "gcggccgc", complementary 
sequence of cDNA and EIS nucleotide sequence of Sendai virus genome 
originating in the virus described below becomes a multiple of six 
(so-called "rule of six"; Kolakofski, D. etal., J.Virol. 72: 891-899, 
1998). Further to the 3'-side of inserted fragment, a sequence 

30 complementary to S sequence of Sendai virus, preferably 
5 , -cTTTCACCCT-3' , I sequence, preferably 5'-AAG-3', and a sequence 
complementary to E sequence, preferably 5' -TTTTTCTTACTACGG-3' , is 
added, and further to the 3' -side thereof, about 25 
nucleotide-equivalent complementary sequence counted in the reverse 

35 direction from the termination codon of the desired cDNA sequence 
the length of which is adjusted to have G or C as the final nucleotide, 
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is selected and added as the 3' -end of the reverse side synthetic 
DNA. 

PCR can be done according to the usual meth'od with, for example, 
ExTaq polymerase (Takara Shuzo) . Preferably, PCR is performed using 
5 Vent polymerase (NEB) , and desired fragments thus amplified are 
digested with NotI, then inserted to NotI site of the plasmid vector 
pBluescript. Nucleotide sequences of PCR products thus obtained are 
confirmed with a sequencer to select a plasmid having the right 
sequence. The inserted fragment is excised from the plasmid using 

10 NotI, and cloned to the NotI site of the plasmid carrying the genomic 
cDNA deficient in envelope genes . Alternatively, it is also possible 
to obtain the recombinant Sendai virus cDNA by directly inserting 
the fragment to the NotI site without the mediation of the plasmid 
vector pBluescript. 

15 It is also possible to transcribe a vector DNA encoding the virus 

genome in test tubes or cells, reconstitute RNP with viral L, P and 
NP proteins, and produce the virus vector comprising this RNP. 
Reconstitution of virus from the vector DNA can be carried out 
according to methods known in the art using cells expressing envelope 

20 proteins (W097/16539 and 97/16538: Durbin, A. P. et al., 1997, 
Virology 235: 323-332; Whelan, S. P. et al., 1995, Proc. Natl. Acad. 
Sci. USA 92: 8388-8392; Schnell, M. J. et al., 1994, EMBO J. 13: 
4195-4203; Radecke, F. et al., 1995, EMBO J. 14: 5773-5784; Lawson, 
N. D. et al., Proc. Natl. Acad. Sci. USA 92: 4477-4481; Garcin, D. 

25 et al., 1995, EMBO J. 14: 6087-6094; Kato, A. et al., 1996, Genes 
Cells 1: 569-579; Baron, M. D. and Barrett, T . , 1997, J. Virol. 71: 
1265-1271; Bridgen, A. and Elliott, R. M. , 1996, Proc. Natl. Acad. 
Sci. USA 93: 15400-15404) . When a viral vector DNA is made deficient 
in F, HN and/or M genes, infectious virus particles are not formed 

30 with such a defective vector. However, it is possible to form 
infectious virus particles and amplify the virus comprising the 
complex by separately transferring these deficient genes, genes 
encoding other viral envelope proteins and such to host cells and 
expressing them therein. 

35 Methods for transferring vector DNA into cells include the 

following: 1) the method of preparing DNA precipitates that can be 
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be taken up„ by objective cells; 2) the method of preparing a DNA 
comprising complex which is suitable for being taken up by objective 
cells and which is also not very cytotoxic and hjas a positive charge, 
and 3) the method of instantaneously boring on the objective cellular 
5 membrane pores wide enough to allow DNA molecules to pass through 
by electric pulse. 

In Method 2) , a variety of transfection reagents can be utilized, 
examples being DOTMA (Boehringer) , Superfect (QIAGEN #301305) , DOTAP, 
DOPE, DOSPER (Boehringer #1811169), etc. An example of Method 1) is 

10 a transfection method using calcium phosphate, in which DNA that 
entered cells are incorporated into phagosomes, and a sufficient 
amount is incorporated into the nuclei as well (Graham, F. L. and Van 
Der Eb, J., 1973, Virology 52: 456; Wigler, M. and Silverstein, S., 
1977, Cell 11: 223). Chen and Okayama have investigated the 

15 optimization of the transfer technique, reporting that optimal DNA 
precipitates can be obtained under the conditions where 1) cells are 
incubated with DNA in an atmosphere of 2 to 4% C0 2 at 35°C for 15 to 
24 h, 2) cyclic DNA with a higher precipitate-forming activity than 
when linear DNA is used, and 3) DNA concentration in the precipitate 

20 mixture is 20 to 30 ^g/ml (Chen, C. and Okayama, H., 1987, Mol. Cell. 
Biol. 7: 2745) . Method 2) is suitable for a transient transfection. 
An old method is known in the art in which a DEAE-dextran (Sigma #D-9885, 
M.W. 5 x 10 5 ) mixture is prepared in a desired DNA concentration ratio 
to perform the transfection. Since most of the complexes are 

25 decomposed inside endosomes, chloroquine may be added to enhance 
transfection effects (Calos, M. P., 1983, Proc. Natl. Acad. Sci. USA 
80: 3015) . Method 3) is referred to as electroporation, and is more 
versatile compared to methods 1) and 2) because it doesn't have cell 
selectivity. Method 3) is said to be efficient under optimal 

30 conditions for pulse electric current duration, pulse shape, electric 
field potency (gap between electrodes, voltage), conductivity of 
buffers, DNA concentration, and cell density. 

Among the above-described three categories, transfection 
reagents (method 2)) are suitable in this invention, because method 

35 2) is easily operable, and facilitates the examining of many test 
samples using a large amount of cells. Preferably, Superfect 
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Transfection Reagent (QIAGEN, Cat. No. 301305) or DOSPER Liposomal 
Transfection Reagent (Boehringer Mannheim, Cat. No. 1811169) is used. 

Specifically, the reconstitution of the viral vector from cDNA 
can be performed as follows. 
5 Simian kidney-derived LLC-MK2 cells are cultured in 24-well to 

6-well plastic culture plates or 100 mm diameter culture dish using 
a minimum essential medium (MEM) containing 10% fetal calf serum (FCS) 
and antibiotics (100 units/ml penicillin G and 100 jig/ml streptomycin) 
to 70 to 80% confluency, and infected, for example, with recombinant 

10 vaccinia virus vTF7-3 expressing T7 polymerase at 2 PFU/cell. This 
virus has been inactivated by a UV irradiation treatment for 20 min 
in the presence of 1 Jig/ml psoralen (Fuerst, T. R. et al., Proc. Natl. 
Acad. Sci. USA 83: 8122-8126, 1986; Kato, A. et al., Genes Cells 1: 
569-579, 1996) . Amount of psoralen added and UV irradiation time can 

15 be appropriately adjusted. One hour after the infection, the cells 
are transfected with 2 to 60 Jig, more preferably 3 to 5 jig, of the 
above-described recombinant Sendai virus cDNA by the lipofection 
method and such using plasmids (24 to 0.5 Jig of pGEM-N, 12 to 0.25 
fxg of pGEM-P and 24 to 0.5 (ag of pGEM-L, more preferably 1 jig of pGEM-N, 

20 0.5 Jig of pGEM-P and 1 Jig of pGEM-L) (Kato, A. et al., Genes Cells 
1: 569-579, 1996) expressing trans-acting viral proteins required 
for the production of full-length Sendai viral genome together with 
Superfect (QIAGEN) . The transfected cells are cultured in a 
serum-free MEM containing 100 jig/ml each of rifampicin (Sigma) and 

25 cytosine arabinoside (AraC) if desired, more preferably only 
containing 40 JJ-g/ml of cytosine arabinoside (AraC) (Sigma) , and 
concentrations of reagents are set at optima so as to minimize 
cytotoxicity due to the vaccinia virus and maximize the recovery rate 
of the virus (Kato, A. et al., 1996, Genes Cells 1, 569-579) . After 

30 culturing for about 48 to 72 h following the transfection, the cells 
are recovered, disrupted by repeating three cycles of freezing and 
thawing, transfected to LLC-MK2 cells expressing envelope proteins, 
and cultured. After culturing the cells for 3 to 7 days, the culture 
solution is collected. Alternatively, infectious virus vectors can 

35 be obtained more efficiently by transfecting LLC-MK2 cells already 
expressing envelope proteins with plasmids expressing NP, L and P 



proteins, or trans.fect.ing. together with an envelope-expressing 
plasmid. Viral vectors can be amplified by culturing these cells 
overlaid on LLC-MK2 cells expressing envelope proteins (cf . examples) . 
Virus titer contained in the culture supernatant can be determined 



5 by measuring the hemagglutination activity (HA) | which can be assayed 
by "endo-point dilution method" (Kato, A. et al., 1996, Genes Cells 
1, 569-579) . Virus stock thus obtained can be stored at -80°C. 

The type of host cells used for virus reconstitution is not 
particularly limited, so long as RNP complex or viral vector can be 

10 reconstituted therein. For example, in the reconstitution of Sendai 
virus vector or RNP complex, culture cells such as simian 
kidney-derived CV-I cells and LLC-MK2 cells, hamster kidney-derived 
BHK cells, and so on can be used. Infectious virus particles having 
the envelope can be also obtained by expressing appropriate envelope 

15 proteins in these cells. To obtain Sendai virus vector in a large 
quantity, the virus can be amplified, for example, by inoculating 
RNP or virus vector obtained from the above-described host cells into 
embryonated chicken eggs together with vectors expressing envelope 
genes Alternatively, viral vectors can be produced using transgenic 

20 chicken eggs incorporated with envelope protein genes. Methods for 
manufacturing viral, fluid using chicken eggs have been already 
developed (Nakanishi, etal. (eds.), 1993, "Shinkei-kagaku Kenkyu-no 
Sentan-gijutu Protocol III (High Technology Protocol III of 
Neuroscience Research) , Molecular Neurocyte Physiology, Koseisha, 

25 Osaka, pp. 153-172). Specifically, for example, fertilized eggs are 
placed in an incubator and incubated for 9 to 12 days at 37 to 38 °C 
to grow embryos. Sendai virus vector or RNP complex is inoculated 
together with vectors expressing envelope proteins into 
chorioallantoic cavity of eggs, and cultured for several days to 

30 proliferate the virus. Conditions such as culture duration may be 
varied depending on the type of recombinant Sendai virus used. 
Subsequently, chorioallantoic fluid comprising the virus is recovered. 
Separation and purification of Sendai virus vector can be performed 
according to the standard methods (Tashiro, M. , "Virus Experiment 



35 Protocols", Nagai and Ishihama (eds.), Medicalview, pp. 68-73 
(1995) ) . 
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As a vector to express envelope proteins, complexes of this 
invention or viral vectors themselves comprising complexes of this 
invention may be used. For example, when two types of RNP complexes 
in which the envelope gene deficient from the viral genome is different 
5 are transferred to the same cell, the envelope protein deficient in 
one RNP complex is supplied by the expression of the other complex 
to complement each other, thereby leading to the formation of 
infectious virus particles and activation of replication cycle to 
amplify the virus. That is, when two or more types of RNP complexes 

10 of this invention or viral vectors comprising these complexes are 
inoculated to cells in combinations so as to complement each other's 
envelope proteins, mixtures of viral vectors deficient in respective 
envelope proteins can be produced on a large scale and at a low cost. 
Mixed viruses thus produced are useful for the production of vaccines 

15 and such. Due to the deficiency of envelope genes, these viruses have 
a smaller genome size compared to the complete virus, so they can 
harbor a long foreign gene. Also, since these originally 
non-infectious viruses are extracellularly diluted, and its difficult 
to retain their coinfection, they become sterile, which is 

20 advantageous in managing their release to the environment. 

Preparation of RNP of this invention from a virus can be carried 
out, for example, using the ultracentrif ugation method as follows. 
Triton X-100 is added to a filtration fluid comprising virus particles 
to make the final concentration 0.5%, and the mixture is allowed to 

25 stand at room temperature for 10 to 15 min. The supernatant thus 
obtained is layered on a 10 to 40% sucrose density gradient, and 
centrifuged at 20,000 to 30,000 rpm for 30 min to recover 
RNP-comprising fractions. 

Alternatively, the virus is dissolved in a mixture containing 

30 0.6% NP40, 1% sodium deoxycholate, 1 M KC1, 10 mM (5-mercaptoethanol, 
10 mM Tris-HCl (pH 7.4) and 5 mM EDTA (final concentrations) , allowed 
to stand at 20°C for 20 min, and then centrifuged at 11, 000 x g for 
20 min. Supernatant comprising RNP is layered on 50% glycerol 
comprising 0.2% NP40, 30 mM NaCl, 10 mM Tris-HCl and 1 mM EDTA, and 

35 centrifuged at 39,000 rpm for 2 h at 4°C to recover precipitates. 
RNP complex contained in the precipitates can be purified by 
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dispersing the precipitates again in a solution containing 0 . 5% Triton 
X-100, layering the dispersion on a 10 to 40% sucrose density gradient, 
and centrifuging it at 20,000 to 30,000 rpm for 30 min to recover 
a single band containing a highly purified RNP. 
5 Complexes of this invention can be appropriately diluted, for 

example, with physiological saline and phosphate-buffered 
physiological saline (PBS) to prepare a composition. When complexes 
of this invention are proliferated in chicken eggs and such, the 
composition can include chorioallantoic fluid. Compositions 

10 comprising complexes of this invention may contain physiologically 
acceptable media such as deionized water, 5% dextrose aqueous solution, 
and so on, and, furthermore, other stabilizers and antibiotics may 
also be contained. 

Once RNP-comprising RNA inserted with a foreign gene is prepared, 

15 it can be transferred to target cells using gene transfer reagents. 
As gene transfer reagents, cationic lipids or cationic polymers are 
preferred. 

Cationic lipids include compounds represented by Formula (I) 
in Published Japanese Translation of International Publication No. 
20 Hei 5-508626. Preferably, cationic lipids are synthetic lipidic 
compounds. Cationic lipids may be also diether or diester compounds, 
preferably aliphatic ethers. Specific examples are the following 
compounds : 

DOGS (Transfectam™) or DOTMA (Lipof ectin™) (diether compound), 
25 DOTAP (diester compound) , 

DOPE (dioleoylphosphatidylethanolamine) , 
DOPC (dioleoylphosphatidylcholine) , 

DPRI Rosenthal inhibitor (RI) (dipalmitoyl derivative of DL-2,3- 

distearoyloxypropyl (dimethyl) P-hydroxyethylammonium bromide 
30 (Sigma) , and 

DORI (dioleyl derivative of the above compound) . 

Cationic polymers are cationic high molecular compounds, 

preferably synthetic molecules. Specific examples are polylysine, 

aliphatic polyamines, polyethyleneimine, etc. 
35 Complexes of this invention can be mixed with the 

above-described cationic lipids or cationic polymers to prepare 
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compositions for gene transfer. This composition for gene transfer 
can be appropriately combined with a medium such as physiological 
saline, and solutes such as salts, stabilizers, etc. By adding the 
composition for gene transfer of this invention to cells, the complex 
5 of this invention can be transferred into the cells to express the 
gene from RNA contained in the complex. 

Gene therapy is enabled when a therapeutic gene is used as the 
foreign gene. In the application of complexes of this invention to 
gene therapy, it is possible to express a foreign gene with which 

10 treatment effects are expected or an endogenous gene the supply of 
which is insufficient in the patient's body, by either direct or 
indirect (ex vivo) administration of the complex. There is no 
particular limitation on the type of foreign gene, and in addition 
to nucleic acids encoding proteins, they may be nucleic acids encoding 

15 no proteins, such as ah antisense or ribozyme . In addition, when genes 
encoding antigens of bacteria or viruses involved in infectious 
diseases are used as foreign genes, immunity can be induced in animals 
by administering these genes to the animals. That is, these genes 
can be used as vaccines. 

20 When using as vaccines, they may be applicable for , for example, 

cancers, infectious diseases and other general disorders. For 
example, as a cancer treatment, it is possible to express genes with 
therapeutic effects on tumor cells or antigen presenting cells (APC) 
such as DC cells. Examples of such genes are those encoding the tumor 

25 antigen Muc-1 or Muc-1 like mutin tandem repeat peptide (US Patent 
No. 5,744,144), melanoma gplOO antigen, etc. Such treatments with 
genes have been widely applied to cancers in the mammary gland, colon, 
pancreas, prostate, lung, etc. Combination with cytokines to enhance 
adjuvant effects is also effective in gene therapy. Examples of such 

30 genes are i) single-chain IL-12 in combination with IL-2 (Proc. Natl. 
Acad. Sci. USA 96 (15): 8591-8596, iij interferon-y in combination 
with IL-2 (US Patent No. 5,798,100), iii) granulocyte 
colony-stimulating factor (GM-CSF) used alone, and iv) GM-CSF aiming 
at the treatment of brain tumor in combination with IL-4 . (J. 

35 Neurosurgery, 90 (6), 1115-1124 (1999)), etc. 

Examples of genes used for the treatment of infectious diseases 
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are those encoding the envelope protein of the virulent strain H5N1 
type of influenza virus, the envelope chimera protein of Japanese 
encephalitis virus (Vaccine, vol. 17, No. 15-16, 1869-1882 (1999)), 
the HIV gag or SIV gag protein of AIDS virus (J. Immunology (2000), 
5 vol. 164, 4 968-4 978) , the HIV envelope protein, which is incorporated 
as a oral vaccine encapsulated in polylactate- glycol copolymer 
microparticles for administration (Kaneko, H. et al., Virology 267, 
8-16 (2000)), the B subunit (CTB) of cholera toxin (Arakawa, T. et 
al., Nature Biotechnology (1998) 16 (10): 934-8; Arakawa, T. et al., 

10 Nature Biotechnology (1998) 16 (3): 292-297), the glycoprotein of 
rabies virus (Lodmell, D. L. et al., 1998, Nature Medicine 4 (8): 
94 9-52) , and the capsid protein LI of human papilloma virus 6 causing 
cervical cancer (J. Med. Virol., 60, 200-204 (2000). 

Gene therapy may also be applied to general disorders. For 

15 example, in the case of diabetes, the expression of insulin peptide 
fragment by inoculation of plasmid DNA encoding the peptide has been 
performed in type I diabetes model animals (Coon, B. et al., J. Clin. 
Invest., 1999, 104 (2): 189-94). 

20 Brief Description of the Drawings 

Figure 1 is a photograph showing an analytical result of the 

expression of F protein via a Cre-loxP-inducible expression system 

by Western blotting. It shows the result of detecting proteins on 

a transfer membrane cross-reacting to the anti-SeV-F antibody by 
25 chemiluminescence method. 

Figure 2 indicates a diagram showing an analytical result of 

cell-surface display of F protein the expression of which was induced 

by the Cre-loxP system. It shows results of flow cytometry analysis 

for LLC-MK2/F7 with the anti-SeV-F antibody. 
30 Figure 3 indicates a photograph showing the result confirming 

cleavage of the expressed F protein by trypsin using Western blotting. 
Figure 4 indicates photographs showing the result confirming 

cell-surface expression of HN in an experiment of cell-surface 

adsorption onto erythrocytes. 
35 Figure 5 indicates photographs showing the result obtained by 

an attempt to harvest the deficient viruses by using cells expressing 
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the deficient protein. It was revealed that the expression of F 
protein by the helper cell line was stopped rapidly by the vaccinia 
viruses used in the reconstitution of F-deficient SeV. 

1. LLC-MK2 and CV-1 represent cell lysates from the respective cell 
5 types alone. 

2. LLC-MK2/F+ad and CV-l/F+ad represent cell lysates from the 
respective cells that have been subjected to the induction of 
expression and to which adenovirus AxCANCre has been added. 

3. LLC-MK2 /F-ad and CV-l/F-ad represent cell lysates from the 
10 respective cell lines in which the F gene but no adenovirus AxCANCre 

has been introduced. 

4. LLC-MK2/F+ad 3rd represents a cell lysate from cells in which the 
expression was induced by adenovirus AxCANCre and which were then 
further passaged 3 times. 

15 5. Id and 3d respectively indicate one day and three days after the 
induction of expression. 

6. Vacld and Vac3d respectively indicate cells one day and three days 
after the infection of vaccinia virus. 

7. AraCld and AraC3d respectively indicate cells one day and three 
20 days after the addition of AraC. 

8. CHX Id and CHX 3d respectively indicate cells one day and three 
days after the addition of protein synthesis inhibitor cycloheximide . 

Figure 6 indicates photographs showing the result that was 
obtained by observing GFP expression after GFP-comprising F-deficient 

25 SeV cDNA (pSeV18 + /AF-GFP) was transfected into LLC-MK2 cells in which 
F was not expressed (detection of RNP) . In a control group, the F 
gene was shuffled with the NP gene at the 3' end, and then, SeV cDNA 
(F-shuffled SeV), in which GFP had been introduced into the 
F-deficient site, was used. The mark "all" indicates cells 

30 transfected with plasmids directing the expression of the NP gene, 
P gene, and L gene (pGEM/NP, pGEM/P, and pGEM/L) together with SeV 
cDNA at the same time; "cDNA" indicates cells transfected with cDNA 
(pSeV18 + /AF-GFP) alone. For RNP transf ection, P0 cells expressing 
GFP were collected; the cells (10 7 cells/ml) were suspended in OptiMEM 

35 (GIBCO BRL) ; 100 |il of lysate prepared after treating three times 
with freeze-thaw cycles was mixed with 25 |il of cationic liposome 
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DOSPER (Boehringer Mannheim) and allowed to stand still at room 
temperature for 15 minutes; and the mixture was added to cells (+ad) 
in which the expression of F had been induced to achieve the RNP 
transfection. Cells expressing Cre DNA recombinase, in which no 
5 recombinant adenovirus had been introduced, were used as a control 
group of cells (-ad). The result showed that GFP was expressed 
depending on the RNP formation of SeV in PO in LLC-MK2 cells; and 
the F-deficient virus was amplified depending on the induction of 
expression of F in PI. 

10 Figure 7 indicates photographs showing the result that was 

obtained by studying whether functional RNP reconstituted with 
F-deficient genomic cDNA could be rescued by the F-expressing helper 
cells and form the infective virion of the deficient virus. RNP/o 
represents cells overlaid with RNP; RNP/t represents cells that was 

15 transfected with RNP. 

Figure 8 indicates photographs showing the evidence for the 
F-expressing cell-specific growth of the F-deficient virus. The 
lysate comprising functional RNP constructed from the genome lacking 
the gene was lipofected to the F-expressing cells as described in 

20 Example 2; and the culture supernatant was. then recovered. This 
culture supernatant was added to the medium of the F-expressing cells 
to achieve the infection; on the third day, the culture supernatant 
was recovered and concurrently added to both F-expressing cells and 
cells that had not expressed F; and then the cells were cultured in 

25 the presence or absence of trypsin for three days. The result is shown 
here. The viruses were amplified only in the presence of trypsin in 
the F-expressing cells. 

Figure 9 indicates photographs showing evidence for specific 
release of the F-deficient viruses to the culture supernatant after 

30 the introduction into F-expressing cells. The lysate comprising 
functional RNP constructed from the genome lacking the gene was 
lipofected to the F-expressing cells as described in Example 2 and 
then the culture supernatant was recovered. This culture supernatant 
was added to the medium of the F-expressing cells to achieve the 

35 infection; on the third day, the culture supernatant was recovered 
and concurrently added to both F-expressing cells and cells that did 
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not express F; and then the cells were cultured in the presence or 
absence of trypsin for three days. The bottom panel shows the result 
with supernatant of the cells that did not express F. 

Figure 10 indicates photographs showing the result obtained by 
5 recovering viruses from the culture supernatant of the F-expressing 
cells, extracting the total RNA and performing Northern blot analysis 
using F and HN as probes to verify the genomic structure of virion 
recovered from the F-deficient cDNA. In the viruses recovered, from 
the F-expressing cells, the HN gene was detected but the F gene was 

10 not detectable; and thus it was clarified that the F gene was not 
present in the viral genome. 

Figure 11 indicates photographs showing the result of RT-PCR, 
which demonstrates that the GFP gene is present in the locus where 
F had been deleted, as in the construct of the cDNA. 1: +18-NP, for 

15 the confirmation of the presence of +18 NotI site. 2: M-GFP, for the 
confirmation of the presence of the GFP gene in the F gene-deficient 
region. 3: F gene, for the confirmation of the presence of the F gene. 
The genomic structures of wild type SeV and F-deficient GFP-expressing 
SeV are shown in the top panel. It was verified that the GFP gene 

20 was present in the F-deficient locus, +18-derived NotI site was 
present at the 3' end of NP and the F gene was absent in any part 
of the RNA genome. 

Figure 12 indicates photographs that were obtained by the 
immuno-electron microscopic examination with gold colloid-bound IgG 

25 (anti-F, anti-HN) specifically reacting to F or HN of the virus. It 
was clarified that the spike-like structure of the virus envelope 
comprised F and HN proteins. 

Figure 13 indicates diagrams showing the result of RT-PCR, which 
demonstrates that the structures of genes except the GFP gene were 

30 the same as those from the wild type. 

Figure 14 indicates photographs showing the result obtained by 
examining the F-deficient virus particle morphology by electron 
microscopy. Like the wild-type virus particles, the F-deficient 
virus particles had helical RNP structure and spike-like structure 

35 inside. 

Figure 15 indicates photographs showing the result of in vitro 
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gene transfer to a variety of cells using an F-deficient SeV vector 
with a high efficiency. 

Figure 16 indicates diagrams showing the analytical result 
obtained after the introduction of the F-deficient SeV vector into 
5 primary bone marrow cells from mouse (BM c-kit+/-) . Open bars 
represent PE-positive/GFP-negative; closed bars represent 
PE-positive/GFP-positive . 

Figure 17 indicates photographs showing the result of in vivo 
administration of the vector into the rat cerebral ventricle. 

10 Figure 18 indicates photographs showing the result obtained by 

using the culture supernatant comprising F-deficient SeV viruses 
recovered from the F-expressing cells to infect LLC-MK2 cells that 
do not express F, culturing the cells in the presence or absence of 
trypsin for three days to confirm the presence of viruses in the 

15 supernatant by HA assay. 

Figure 19 is a photograph showing the result obtained by 
conducting HA assay of chorioallantoic fluids after a 2-day incubation 
of embryonated chicken egg that had been inoculated with 
chorioallantoic fluid (lanes 11 and 12) f rom HA-positive embryonated 

20 eggs in Figure 18B. 

Figure 20 indicates photographs showing the result obtained by 
examining the virus liquid, which is HA-positive and has no 
infectivity, by immuno-electron microscopy. The presence of the 
virus particles was verified and it was found that the virion envelope 

25 was reactive to antibody recognizing HN protein labeled with gold 
colloid, but not reactive to antibody recognizing F protein labeled 
with gold colloid. 

Figure 21 indicates photographs showing the result of 
transfection of F-deficient virus particles into cells. 

30 Figure 22 indicates photographs showing the result of creation 

of cells co-expressing F and HN, which were evaluated by Western 
blotting. LLC/VacT7 / pGEM/ FHN represents cells obtained by 
transfecting vaccinia-infected LLC-MK2 cells with pGEM/FHN plasmid; 
LLC/VacT7 represents vaccinia-infected LLC-MK2 cells. 

35 LLCMK2 / FHNmix represents LLC-MK2 cells in which the F and HN genes 
were introduced but not cloned. LLC / FHN represents LLC-MK2 cells in 
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which the F and HN genes were introduced and the expression was induced 
by adenovirus (after 3 days); 1-13, 2-6, 2-16, 3-3, 3-18, 3-22, 4-3 
and 5-9 are cell-line numbers (names) in the cloning. 

Figure 23 indicates photographs showing the result for the 
5 confirmation of virus generation depending on the presence or absence 
pGEM/FHN . FHN-deficient GFP-expressing SeV cDNA, pGEM/NP, pGEM/P, 
pGEM/L, and pGEM/FHN were mixed and introduced into LLC-MK2 cells. 
3 hours after the gene transfer, the medium was changed with MEM 
containing AraC and trypsin and then the cells were further cultured 

10 for three days. 2 days after the gene transfer, observation was 
carried out with a stereoscopic fluorescence microscope to evaluate 
the difference depending on the presence or absence of pGEM/FHN, and 
the virus generation was verified based on the spread of 
GFP-expressing cells. The result is shown here. When pGEM/FHN was 

15 added at the time of reconstitution, the spread of GFP-expressing 
cells was recognized; but when no pGEM/FHN was added, the GFP 
expression was observable merely in a single cell. 

Figure 24 indicates photographs showing the result of 
reconstitution by RNP transfection and growth of FHN-deficient 

20 viruses. On the third day after the induction of expression, cells 
co-expressing FHN (12 wells) were lipofected by using P0 RNP overlay 
or DOSPER, and then GFP was observed after 4 days. When RNP 
transfection was conducted, the harvest of viruses was successful 
for PI FHN-expressing cells as was for the F-deficient ones (top) . 

25 The growth of the FHN-deficient viruses was verified after inoculating 
a liquid comprising the viruses to cells in which the expression of 
FHN protein was induced 6 hours or more after the infection with 
Ade/Cre (bottom panel) . 

Figure 25 indicates photographs showing the result obtained 

30 after inoculating the liquid comprising viruses reconstituted from 
FHN-deficient GFP-expressing cDNA to LLC-MK2, LLC-MK2/F, LLC-MK2/HN, 
and LLC-MK2/FHN and culturing them in the presence or absence of the 
trypsin. The spread of cells expressing GFP protein was verified 3 
days after the culture. The result is shown here. The expansion of 

35 GFP was observed only with LLC-MK2/FHN, and thus it was verified that 
the virus contained in the liquid was grown in a manner specific to 



25 



FHN co-expression and dependent on trypsin. ( 

Figure 26 is a photograph showing the result where the 
confirmation was carried out for the genomic structure of RNA derived 
from supernatant of the FHN-expressing cells. 
5 Figure 27 is a photograph showing the result where the 

confirmation was carried out for the genomic structure of RNA derived 
from supernatant of the F-expressing cells infected with the 
FHN-def icient viruses. 

Figure 28 is a diagram showing inactivation of vaccinia virus 
10 and T7 activity when psoralen concentration was varied in psoralen/UV 
irradiation. 

Figure 2 9 is a diagram showing inactivation of vaccinia virus 
and T7 RNA polymerase activity when the duration of UV irradiation 
was varied in psoralen/UV irradiation. 

15 Figure 30 indicates photographs showing a cytotoxicity (CPE) 

of vaccinia virus after psoralen/UV irradiation. 3x 10 5 LLC-MK2 cells 
were plated on a 6-well plate. After culturing overnight, the cells 
were infected with vaccinia virus at moi=2. After 24 hours, CPE was 
determined. The result of CPE with mock-treatment of vaccinia virus 

20 is shown in A; CPE after the treatment with vaccinia virus for 15, 
20, or 30 minutes are shown in B, C, and D, respectively. 

Figure 31 is a diagram indicating the influence of duration of 
UV treatment of vaccinia virus on the reconstitution efficiency of 
Sendai virus. 

25 Figure 32 is a diagram indicating the titer of vaccinia virus 

capable of replicating that remained in the cells after the 
reconstitution experiment of Sendai virus. 

Figure 33 is a photograph showing a result of Western blot 
analysis using anti-VSV-G antibody. 

30 Figure 34 indicates a diagram showing results of flow cytometry 

analysis using anti-VSV-G antibody. It shows the result of analysis 
of LLC-MK2 cell line (LI) for the induction of VSV-G expression on 
the fourth day after AxCANCre infection (moi=0, 2.5, 5). Primary 
antibody used was anti-VSV-G antibody (MoAb 1-1) ; secondary antibody 

35 was FITC-labeled anti-mouse Ig. 

Figure 35 indicates photographs showing a result where 
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supernatants were recovered after the infection with altered amounts 
of AxCANCre (MOI=0, 1.25, 2.5, 5, 10) and a constant amount of 
pseudo-type Sendai virus having a F gene-deficient genome, and further 
the supernatants were used to infect cells before VSV-G induction 
5 (-) and after induction ( + ) , and cells expressing GFP were observed 
after 5 days. 

Figure 36 indicates. photographs showing the result obtained for 
the time course of virus production amount. 

Figure 37 indicates photographs showing the result obtained by 
10 examining whether the infectivity is influenced by the treatment of 
pseudo-type Sendai virus having the F gene-deficient genome, which 
was established with the VSV-G-expressing cell line, and 
FHN-def icient Sendai virus treated with anti-VSV antibody. 

Figure 38 indicates photographs showing the result where the 
15 expression of the GFP gene was tested as an index to determine the 
presence of production of the pseudo-type virus having VSV-G in its 
capsid after the infection of VSV-G gene-expressing cells LLCG-L1 
with F and HN-def icient Sendai virus comprising the GFP gene. 

Figure 39 indicates photographs showing the result confirming 
20 that viruses grown in the VSV-G gene-expressing cells were deficient 
in F and HN genes by Western analysis of protein in the extract of 
infected cells. 

Figure 40 indicates photographs showing the result for the 
observation of GFP-expressing cells under a fluorescence microscope. 
25 Figure 41 is a diagram showing the improvement in efficiency 

for the reconstitution of SeV/AF-GFP by the combined used of the 
envelope-expressing plasmid and cell overlay. Considerable 
improvement was recognized at d3 to d4 (day 3 to day 4) of P0 (prior 
to passaging) . 

30 Figure 42 is a diagram showing the result where treatment 

conditions were evaluated for the reconstitution of SeV/AF-GFP by 
the combined used of the envelope-expressing plasmid and cell overlay. 
GFP-positive cells represent the amount of virus reconstituted. 

Figure 43 is a diagram showing the result where the rescue of 

35 F-deficient Sendai viruses from cDNA was tested. It shows the 
improvement in efficiency for the reconstitution of SeV/AF-GFP by 
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the combined used of the envelope-expressing plasmid and cell overlay. 
All the tests were positive on the seventh day. However, the 
efficiency was evaluated on the third day where the probability of 
success was midrange. 
5 Figure 4 4 indicates photographs showing the result of lacZ 

expression by LacZ-comprising F-deficient Sendai virus vector 
comprising no GFP. 

Figure 45 indicates diagrams showing subcloning of Sendai virus 
genomic cDNA fragment (A) and structures of 5 Sendai virus genomic 
10 cDNAs constructed with newly introduced NotI site (B) . 

Figure 46 is a diagram showing structures of plasmids to be used 
for cloning to add NotI site, transcription initiation signal, 
intervening sequence, and transcription termination signal into SEAP. 

Figure 47 indicates photographs showing the result of plaque 
15 assay of each Sendai virus vector. It shows partial fluorescence 
image in the plaque assay obtained by LAS1000. 

Figure 48 is a diagram showing the result where altered 
expression levels of reporter gene (SEAP) were compared with one 
another among the respective Sendai virus vectors. The data of 
20 SeV18 + /SEAP was taken as 100 and the respective values were indicated 
relative to it. It was found that the activity, namely the expression 
level, was decreased as the SEAP gene was placed more downstream. 

Figure 49 indicates microscopic photographs showing the 
expression of GFP in PI cells co-expressing FHN. 
25 Figure 50 indicates photographs showing the result of Western 

blot analysis of the extracts from cells infected with VSV-G 
pseudo-type SeV/AF:GFP using anti-F antibody (anti-F) , anti-HN 
antibody (anti-HN) , and anti-Sendai virus antibody (anti-SeV) . 

Figure 51 indicates photographs showing GFP fluorescence from 
30 F- and HN-deficient cells infected with VSV-G pseudo-type SeV in the 
presence or absence of a neutralizing antibody (VGV antibody) . 

Figure 52 indicates photographs showing results of Western 
analysis for VSV-G pseudo-type Sendai viruses having F gene-deficient 
or F gene- and HN gene-deficient genome, which were fractionated by 
35 density gradient ultracentrif ugation . 

Figure 53 indicates photographs showing hemagglutination test 
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mediated with Sendai viruses having F gene-deficient genome, or VSV-G 
pseudo-type Sendai viruses having F gene-deficient or F gene- and 
HN gene-deficient genome. 

Figure 54 indicates diagrams showing the specificity of 
5 infection to culture cells of Sendai virus having F gene-deficient 
genome or VSV-G pseudo-type Sendai virus. 

Figure 55 indicates, photographs showing the confirmation of the 
structures of NGF-expressing F-def icient Sendai virus (NGF/SeV/AF) . 

Figure 56 is a diagram showing the activity of NGF expressed 
10 by the NGF-comprising cells infected with F-deficient SeV. With the 
initiation of culture, diluted supernatant of SeV-infected cells or 
NGF protein (control) was added to a dissociated culture of primary 
chicken dorsal root ganglion (DRG) neurons . After three days, the 
viable cells were counted by using mitochondrial reduction activity 
15 as an index (n=3) . The quantity of culture supernatant added 
corresponded to 1000-fold dilution. 

Figure 57 indicates photographs showing the activity of NGF 
expressed by the NGF-comprising cells infected with F-deficient SeV. 
With the initiation of culture, diluted supernatant of SeV-infected 
20 cells or NGF protein (control) was added to a dissociated culture 
of primary chicken dorsal root ganglion (DRG) neurons. After three 
days, the samples were observed under a microscope, 

A) control (without NGF) ; 

B) addition of NGF protein (10 ng/mL) ; 

25 C) addition of culture supernatant (100-fold diluted) of NGF/ SeV 

infected cells; 

D) addition of culture supernatant (100-fold diluted) of NGF/SeV 
infected cells; 

E) addition of culture supernatant (100-fold diluted) of 
30 NGF/SeV/AF infected cells, and; 

F) addition of culture supernatant (100-fold diluted) of 

NGF/SeV/AF-GFP infected cells. 

Figure 58 is a photograph showing moi of Ad-Cre and the 
expression level of F protein. 
35 Figure 59 indicates photographs showing the expression of 

LLC-MK2/F by Adeno-Cre. 
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Figure 60 is a photograph showing the durability of expression 
over the passages. 

Figure 61 indicates photographs showing t-he localization of F 
protein over the passages. 
5 Figure 62 is a diagram showing the correlation between GFP-CIU 

and anti-SeV-CIU. 

Best Mode for Carrying out the Invention 

The present invention is illustrated in detail below with 
10 reference to Examples, but is not to be construed as being limited 
thereto. 

[Example 1] Construction of F-deficient Sendai virus 

<1> Construction of F-deficient SeV genomic cDNA and F-expressing 

plasmid 

15 The full-length genomic cDNA of Sendai virus (SeV) , pSeV18 + b ( + ) 

(Hasan, M. K. et al., 1997, J. General Virology 78: 2813-2820) 
("pSeV18 + b(+)" is also referred to as "pSeV18 + ") was digested with 
Sphl/Kpnl, and the resulting fragment (14673 bp) was recovered and 
cloned into pUC18, which was named plasmid pUC18/KS. The F-disrupted 

20 site was constructed on this pUC18/KS. The F gene disruption was 
performed by the combined use of PCR-ligation method, and as a result, 
the ORF for the F gene (ATG-TGA=1698 bp) was removed; thus 
atgcatgccggcagatga (SEQ ID NO: 1) was ligated to it to construct the 
F-deficient SeV genomic cDNA (pSeV18 + /AF) . In PCR, a PCR product 

25 generated by using a primer pair (forward: 5 1 -gttgagtactgcaagagc/SEQ 
ID NO: 2, reverse: 

5 f -tttgccggcatgcatgtttcccaaggggagagttttgcaacc/SEQ ID NO: 3) was 
ligated upstream of F and another PCR product generated by using a 
primer pair (forward: 5 1 -atgcatgccggcagatga/SEQ ID NO: 4, reverse: 

30 5'-tgggtgaatgagagaatcagc/SEQ ID NO: 5) was ligated downstream of the 
F gene at EcoT22I site. The resulting plasmid was digested with Sad 
and Sail, and then the fragment (4 931 bp) spanning the region 
comprising the site where F is disrupted was recovered and cloned 
into pUC18 to generate pUC18/dFSS. This pUC18/dFSS was digested with 

35 Drain. The resulting fragment was recovered and substituted with 
a Drain fragment from the region comprising the F gene of pSeV18 + ; 
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and the ligation was carried out to generate plasmid pSeV18 + /AF. 

Further, in order to construct a cDNA (pSeV18 + /AF-GFP) in which 
the EGFP gene has been introduced at the site where F was disrupted, 
the EGFP gene was amplified by PCR. To set the EGFP gene with a 
5 multiple of 6 (Hausmann, S. et al., RNA 2, 1033-1045 (1996)), PCR 
was carried out with an Nsil-tailed primer 

(5 f -atgcatatggtgatgcggttttggcagtac : SEQ ID NO: 6) for the 5' end and 
an NgoMIV-tailed primer (5 1 -Tgccggctattattacttgtacagctcgtc • SEQ ID 
NO: 7) for the .3' end. The PCR products were digested with restriction 

10 enzymes Nsil and NgoMIV, and then the fragment was recovered from 
the gel; the fragment was ligated at the site of pUC18/dFSS between 
Nsil and NgoMIV restriction enzyme sites where the disrupted F is 
located and the sequence was determined. A Drain fragment 
comprising the EGFP gene was removed and recovered from the site, 

15 and substituted for a Drain fragment in the region comprising the 
F gene of pSeV18 + ; then ligation was carried out to obtain plasmid 
pSeV18 + /AF-GFP. 

On the other hand, Cre-loxP-inducible expression plasmid for 
F gene expression was constructed, by amplifying the SeV F gene by 

20 PCR, confirming the sequence, and inserting into the unique site Swal 
of plasmid pCALNdlw (Arai et al., J. Virology 72, 1998, plll5-1121) , 
in which the expression of gene products has been designed to be 
induced by Cre DNA recombinase, to obtain plasmid pCALNdLw/F. 
<2> Preparation of helper cells inducing the expression of SeV-F 

25 protein 

To recover infectious virus particles from F-def icient genome, 
a helper cell strain expressing SeV-F protein was established. The 
cell utilized was LLC-MK2 cell that is commonly used for the growth 
of SeV and is a cell strain derived from monkey kidney. The LLC-MK2 

30 cells were cultured in MEM containing 10% heat-treated inactivated 
fetal bovine serum (FBS) , sodium penicillin G (50 units/ml) , and 
streptomycin (50 |ig/ml) at 37°C under 5% C0 2 gas. Because SeV-F gene 
product is cytotoxic, the above-mentioned plasmid pCALNdLw/F designed 
to induce the expression of F gene product through Cre DNA recombinase 

35 was introduced into LLC-MK2 cells by calcium phosphate method 
(mammalian transfection kit (Stratagene) ) according to the gene 
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transfer protocol. 

10 jag of plasmid pCALNdLw/F was introduced into LLC-MK2 cells 
grown to be 40% confluent in a 10-cm plate, and the cells were cultured 
in 10 ml of MEM containing 10% FBS at 37 °C under 5% C0 2 for 24 hours 
5 in an incubator. After 24 hours, the cells were scraped off, and 
suspended in 10 ml medium; then the cells were plated on 5 dishes 
with 10-cm diameter (one plate with 5 ml; 2 plates with 2 ml; 2 plates 
with 0.2 ml) in MEM containing 10 ml of 10% FBS and 1200 ng/ml G418 
(GIBCO-BRL) for the cultivation. The culture was continued for 14 
10 days while the medium was changed at 2-day intervals, to select cell 
lines in which the gene has been introduced stably. 30 cell strains 
were recovered as G418-resistant cells grown in the meidium by using 
cloning rings. Each clone was cultured to be confluent in 10-cm 
plates. 

15 After the infection of each clone with recombinant adenovirus 

AxCANCre expressing Cre DNA recombinase, the cells were tested for 
the expression of SeV-F protein by Western blotting using anti-SeV-F 
protein monoclonal IgG (f236; J. Biochem. 123: 1064-1072) as follows. 
After grown to be confluent in a 6-cm dish, each clone was 

20 infected with adenovirus AxCANCre at moi=3 according to the method 
of Saito et al., (Saito et al ., Nucl . Acids Res . 23 : 3816-3821 (1995); 
Arai, T. et al., J Virol 72, 1115-1121 (1998)). After the infection, 
the cells were cultured for 3 days. The culture supernatant was 
discarded and the cells were washed twice with PBS buffer, scraped 

25 off with a scraper and were collected by centrif ugation at 1500x g 
for five minutes. 

The cells are kept at -80 °C and can be thawed when used. The 
cells collected were suspended in 150 PBS buffer, and equal amount 
of 2x Tris-SDS-BME sample loading buffer (0.625 M Tris, pH 6.8, 5% 

30 SDS, 25% 2-ME, 50% glycerol, 0.025% BPB; Owl) was added thereto. The 
mixture was heat-treated at 98 °C for 3 minutes and then used as a 
sample for electrophoresis. The sample (Ix 10 5 cells/lane) was 
fractionated by electrophoresis in an SDS-polyacrylamide gel (Multi 
Gel 10/20, Daiichi Pure Chemicals) . The fractionated proteins were 

35 transferred onto a PVDF transfer membrane (Immobilon-P transfer 
membranes; Millipore) by semi-dry blotting . The transfer was carried 
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out under a constant current of 1 mA/cm 2 for 1 hour onto the transfer 
membrane that had been soaked in 100% methanol for 30 seconds and 
then in water for 30 minutes. 

The transfer membrane was shaken in a blocking solution 
5 containing 0.05% Tween20 and 1% BSA (BlockAce; Snow Brand Milk 
Products) for one hour, and then it was incubated at room temperature 
for 2 hours with an anti-SeV-F antibody (f 236) which had been diluted 
1000-folds with a blocking solution containing 0.05% Tween 20 and 
1% BSA. The transfer membrane was washed 3 times in 20 ml of PBS-0.1% 

10 Tween20 while being shaken for 5 minutes and then it was washed in 
PBS buffer while being shaken for 5 minutes. The transfer membrane 
was incubated at room temperature for one hour in 10 ml of 
peroxidase-conjugated anti-mouse IgG antibody (Goat anti-mouse IgG; 
Zymed) diluted 2000-fold with the blocking solution containing 0.05% 

15 Tween 20 and 1% BSA. The transfer membrane was washed 3 times with 
20 ml of PBS-0.1% Tween20 while being shaken for 5 minutes, and then 
it was washed in PBS buffer while being shaken for 5 minutes. 

Detections were carried out for proteins cross-reacting to the 
anti-SeV-F antibody on the transfer membrane by chemiluminescence 

20 method (ECL western blotting detection reagents; Amersham) . The 
result is shown in Figure 1 . The SeV-F expression specific to AxCANCre 
infection was detected to confirm the generation of LLC-MK2 cells 
that induce expression of a SeV-F gene product. 

One of the several resulting cell lines, LLC-MK2/F7 cell, was 

25 analyzed by flow cytometry with an anti-SeV-F antibody (Figure 2) . 
Specifically, lx 10 5 cells were precipitated by centrif ugation at 
15, 000 rpm at 4°C for 5 minutes, washed with 200 ^il PBS, and allowed 
to react in PBS for FACS (NIKKEN CHEMICALS) containing 100-fold 
diluted anti-F monoclonal antibody (f236), 0.05% sodium azide, 2% 

30 FCS at 4°C for 1 hour in a dark place. The cells were again 
precipitated at 15,000 rpm at 4°C for 5 minutes, washed with 200 [xl 
PBS, and then allowed to react to FITC-labeled anti-mouse IgG (CAPPED 
of 1 ng /ml on ice for 30 minutes. Then the cells were again washed 
with 200 Hi PBS, and then precipitated by centrif ugation at 15,000 

35 rpm at 4°C for 5 minutes. The cells were suspended in 1 ml of PBS 
for FACS and then analyzed by using EPICS ELITE (Coulter) argon laser 
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at an excitation wavelength of 488 nm and at a fluorescence wavelength 
of 525 nm. The result showed that LLC-MK2/F7 exhibited a high 
reactivity to the antibody in a manner specific to the induction of 
SeV-F gene expression, and thus it was verified that SeV-F protein 
5 was expressed on the cell surface. 

[Example 2] Confirmation of function of SeV-F protein expressed by 
helper cells 

It was tested whether or not SeV-F protein, of which expression 

10 was induced by helper cells, retained the original protein function. 

After plating on a 6-cm dish and grown to be confluent, 
LLC-MK2/F7 cells were infected with adenovirus AxCANCre at moi=3 
according to the method of Saito et al. (described above) . Then, the 
cells were cultured in MEM (serum free) containing trypsin (7.5jxg/ml; 

15 GIBCOBRL) at 37 °C under 5% C0 2 in an incubator for three days. 

The culture supernatant was discarded and the cells were washed 
twice with PBS buffer, scraped off with a scraper, and collected by 
centrif ugation at 1500 x g for five minutes . The cleavage of expressed 
F protein by trypsin was verified by Western blotting as described 

20 above (Figure 3) . SeV-F protein is synthesized as F0 that is a 
non-active protein precursor, and then the precursor is activated 
after being digested into two subunits Fl and F2 by proteolysis with 
trypsin. LLC-MK2/F7 cells after the induction of F protein 
expression thus, like ordinary cells, continues to express F protein, 

25 even after being passaged, and no cytotoxicity mediated by the 
expressed F protein was observed as well as no cell fusion of F 
protein-expressing cells was observed. However, when SeV-HN 
expression plasmid (pCAG/SeV-HN) was transfected into the 
F-expressing cells and the cells were cultured in MEM containing 

30 trypsin for 3 days, cell fusion was frequently observed. The 
expression of HN on the cell surface was confirmed in an experiment 
using erythrocyte adsorption onto the cell surface (Hematoadsorption 
assay; Had assay) (Figure 4) . Specifically, 1% chicken erythrocytes 
were added to the culture cells at a concentration of 1 ml/dish and 

35 the mixture was allowed to stand still at 4°C for 10 minutes. The 
cells were washed 3 times with PBS buffer, and then colonies of 
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erythrocytes on the cell surface were observed. Cell fusion was 
recognized for cells on which erythrocytes aggregated; cell fusion 
was found to be induced through the interaction of F protein with 
HN; and thus it was demonstrated that F protein, the expression of 
5 which was sustained in LLC-MK2/F7, retained the original function 
thereof. 



[Example 3] Functional RNP having F-deficient genome and formation 
of virions 

10 To recover virions from the deficient viruses, it is necessary 

to use cells expressing the deficient protein. Thus, the recovery 
of the deficient viruses was attempted with cells expressing the 
deficient protein, but it was revealed that the expression of F protein 
by the helper cell line stopped rapidly due to the vaccinia viruses 

15 used in the reconstitution of F-deficient SeV (Figure 5) and thus 
the virus reconstitution based on the direct supply of F protein from 
the helper cell line failed. It has been reported that replication 
capability of vaccinia virus is inactivated, but the activity of T7 
expression is not impaired by the treatment of vaccinia virus with 

20 ultraviolet light of long, wavelengths (long-wave UV) in the presence 
of added psoralen (PLWUV treatment ) (Tsungetal., J Virol 70, 165-171, 
1996) . Thus, virus reconstitution was attempted by using 
PLWUV-treated vaccinia virus (PLWUV-VacT7) . UV Stratalinker 2400 
(Catalog NO. 400676 (100V); Stratagene, La Jolla, CA, USA) equipped 

25 with five 15-Watt bulbs was used for ultraviolet light irradiation. 
The result showed that the expression of F protein was inhibited from 
the F-expressing cells used in the reconstitution, but vaccinia was 
hardly grown in the presence of araC after lysate from the cells 
reconstituted with this PLWUV-VacT7 was infected to the helper cells, 

30 and it was also found that the expression of F protein by the helper 
cell line was hardly influenced. Further, this reconstitution of 
wild type SeV using this PLWUV-VacT7 enables the recovery of viruses 
from even 10 3 cells, whereas by previous methods, this was not possible 
unless 10 5 or more cells were there, and thus the efficiency of virus 

35 reconstitution was greatly improved. Thus, reconstitution of 
F-deficient SeV virus was attempted by using this method. 



35 



<Reconstitution and amplification of F-deficient SeV virus> 

The expression of GFP was observed after transfecting LLC-MK2 
cells with the above-mentioned pSeV18 + /AF-GFP in which the enhanced 
green fluorescent protein (EGFP) gene had been introduced as a reporter 
5 into the site where F had been disrupted according to the 6n rule 
in the manner as described below. It was also tested for the influence 
of the presence of virus^-derived genes NP, P, and L that are three 
components required for the formation of RNP. 

LLC-MK2 cells were plated on a 100-mm Petri-dish at a 

10 concentration of 5x 10 6 cells/dish and were cultured for 24 hours. 
After the culture was completed, the cells were treated with psoralen 
and ultraviolet light of long wavelengths (365 nm) for 20 minutes, 
and the cells were infected with recombinant vaccinia virus expressing 
T7 RNA polymerase (Fuerst, T.R. et al., Proc. Natl. Acad. Sci. USA 

15 83, 8122-8126 ( 1986) ) at room temperature for one hour (moi=2) (moi=2 
to 3 ; preferably moi=2 ) . After the cells were washed 3 times , plasmids 
pSeV18 + /AF-GFP, pGEM/NP, pGEM/P, and pGEM/L (Kato, A. et al., Genes 
cells 1, 569-579 (1996)) were respectively suspended in quantities 
of 12 jxg, 4 Jig, 2 ng, and 4 Jig /dish in OptiMEM (GIBCO) ; SuperFect 

20 transfection reagent (1 \iq DNA/5 Jil SuperFect; QIAGEN) was added 
thereto; the mixtures were allowed to stand still at room temperature 
for 10 minutes; then they are added to 3 ml of OptiMEM containing 
3% FBS; cells were added thereto and cultured. The same experiment 
was carried out using wild-type SeV genomic cDNA (pSeV(+)) (Kato, 

25 A. et al., Genes cells 1, 569-579 (1996)) as a control instead of 
pSeV18 + /AF-GFP. After culturing for 3 hours, the cells were washed 
twice with MEM containing no serum, and then cultured in MEM containing 
cytosine P-D-arabinof uranoside (AraC, 40 jig/ml; Sigma) and trypsin 
(7.5 |ag/ml; GIBCO) for 70 hours. These cells were harvested, and the 

30 pellet was suspended in OptiMEM (10 7 cells/ml). After 
freeze-and-thaw treatment was repeated 3 times, the cells were mixed 
with lipofection reagent DOSPER (Boehringer Mannheim) (10 6 cells/25 
\il DOSPER) and allowed to stand still at room temperature for 15 
minutes. Then F-expressing LLC-MK2/F7 cell line (10 6 cells /well in 

35 12-well plate) was transfected, and the cells were cultured in MEM 
containing no serum (containing 40 jig/ml AraC and 7.5 jig /ml trypsin) . 
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The result showed that the expression of GFP was recognized only 
when all the three components, NP, P, and L derived from the virus 
are present and the deficient virus RNP expressing foreign genes can 
be generated (Figure 6) . 
5 Confirmation of F-deficient virions> 

It was tested whether the functional RNP reconstituted by 
F-deficient genomic cDNA by the method as described above could be 
rescued by the F-expressing helper cells and form infective virions 
of F-deficient virus. Cell lysates were mixed with cationic 

10 liposome; the lysates were prepared by freeze/thaw from cells 
reconstituted under conditions in which functional RNP is formed 
(condition where pSeV18 + /AF-GFP, pGEM/NP, pGEM/P, and pGEM/L are 
transfected at the same time) or conditions under which functional 
RNP is not formed (conditions in which two plasmids, pSeV18 + /AF-GFP 

15 and pGEM/NP, are transfected) as described above; the lysates were 
lipofected into F-expressing cells and non-expressing cells; the 
generation of virus particles was observed based on the expansion 
of the distribution of GFP-expressing cells. The result showed that 
the expansion of distribution of GFP-expressing cells was recognized 

20 only when the introduction to the F-expressing cells was carried out 
by using a lysate obtained under condition in which functional RNP 
is reconstituted (Figure 7) . Furthermore, even in plaque assay, the 
plaque formation was seen only under the same conditions. From these 
results, it was revealed that functional RNPs generated from 

25 F-deficient virus genome were further converted into infective virus 
particles in the presence of F protein derived from F-expressing cells 
and the particles were released from the cells. 

The demonstration of the presence of infective F-deficient 
virions in the culture supernatant was carried out by the following 

30 experiment. The lysate comprising the functional RNP constructed 
from the F gene deficient genome was lipofected to F-expressing cells 
as described in Example 2, and the culture supernatant was recovered. 
This culture supernatant was added to the medium of F-expressing cells 
to achieve the infection; on the third day, the culture supernatant 

35 was recovered and concurrently added to both F-expressing cells and 
cells that did not express F; and then the cells were cultured in 
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the presence or absence of trypsin for three days. In F-expressing 
cells, viruses were amplified only in the presence of trypsin (Figure 
8) . It was also revealed that non-infectious virus particles were 
released into the supernatant of cells that do not express F (in the 
5 bottom panel of Figure 9) or from F-expressing cells cultured in the 
absence of trypsin. A summary of the descriptions above is as follows : 
the growth of F-deficient GFP-expressing viruses is specific to 
F-expressing cells and depends on the proteolysis with trypsin. The 
titer of infective F-deficient Sendai virus thus grown ranged from 
10 0.5x 10 7 to lx 10 7 ClU/ml. 

[Example 4] Analysis of F-deficient GFP-expressing virus 

In order to confirm the genomic structure of virions recovered 
from F-deficient cDNA, viruses were recovered from the culture 

15 supernatant of the F-expressing cells, the total RNA was extracted 
and then Northern blot analysis was conducted by using F and HN as 
probes. The result showed that the HN gene was detectable, but the 
F gene was not detectable in the viruses harvested from the 
F-expressing cells, and it was clarified that the F gene was not 

20 present in the viral genome (Figure 10) . Further, by RT-PCR GFP, it 
was confirmed that the gene was present in the deleted locus for F 
as shown in the construction of the cDNA (Figure 11) and that the 
structures of other genes were the same as those from the wild type. 
Based on the findings, above, it was shown that no rearrangement of 

25 the genome had occurred during the virus reconstitution. In addition, 
the morphology of recovered F-deficient virus particles was examined 
by electron microscopy. Like the wild type virus, F-deficient virus 
particles had the helical RNP structure and spike-like structure 
inside (Figure 14). Further, the viruses were examined by 

30 immuno-electron microscopy with gold colloid-conjugated IgG (anti-F, 
anti-HN) specifically reacting to F or HN. The result showed that 
the spike-like structure of the envelope of the virus comprised F 
and HN proteins (Figure 12), which demonstrated that F protein 
produced by the helper cells was efficiently incorporated into the 

35 virions. The result will be described below in detail. 

Extraction of total RNA, Northern blot analysis, and RT-PCR> 
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Total RNA was. extracted from culture supernatant obtained 3 days 
after the infection of F-expressing cell LLC-MK2/F7 with the viruses 
by using QIAamp Viral RNA mini kit (QIAGEN) according to the protocol. 
The purified total RNA (5 ^ig) was separated by electrophoresis in 
5 a 1% denaturing agarose gel containing formaldehyde, and then 
transferred onto a Hybond-N+ membrane in a vacuum blotting device 
(Amer sham-Pharmacia) . The prepared membrane was fixed with 0.05 M 
NaOH, rinsed with 2-fold diluted SSC buffer (Nacalai tesque) , and 
then was subjected to pre-hybridization in a hybridization solution 

10 (Boehringrer Mannheim) for 30 minutes; a probe for the F or HN gene 
prepared by random prime DNA labeling (DIG DNA Labeling Kit; 
Boehringer Mannheim) using digoxigenin (DIG)-dUTP (alkaline 
sensitive) was added thereto and then hybridization was performed 
for 16 hours. Then, the membrane was washed, and allowed to react 

15 to alkaline phosphatase-conjugated anti-DIG antibody 
(anti-digoxigenin-AP) ; the analysis was carried out by using a DIG 
detection kit. The result showed that the HN gene was detectable but 
the F gene was not detectable in the viruses harvested from the 
F-expressing cells, and it was clarified that the F gene was not 

20 present in the viral genome (Figure 10) . 

Further, detailed analysis was carried out by RT-PCR. In the 
RT-PCR, first strand cDNA was synthesized from the purified virus 
RNA by using SUPERSCRIPTII Preamplif ication System (Gibco BRL) 
according to the protocol; the following PGR condition was employed 

25 with LA PCR kit (TAKARA ver2.1): 94°C/3 min; 30 cycles for the 
amplification of 94°C/45 sec, 55°C/45 sec,72°C/90 sec; incubation 
at 72°C for 10 minutes; then the sample was electrophoresed in a 2% 
agarose gel at 100 v for 30 minutes, the gel was stained with ethidium 
bromide for a photographic image. Primers used to confirm the M gene 

30 and EGFP inserted into the F-deficient site were forward 1: 
5 ! -atcagagacctgcgacaatgc (SEQ ID NO: 8) and reverse 1: 
5 1 -aagtcgtgctgcttcatgtgg (SEQ ID NO: 9) ; primers used to confirm EGFP 
inserted into the F-deficient site and the HN gene were forward 2: 
S'-acaaccactacctgagcacccagtc (SEQ ID NO: 10) and reverse 2: 

35 S'-gcctaacacatccagagatcg (SEQ ID NO: 11); and the junction between 
the M gene and HN gene was confirmed by using forward 3: 
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5' -acattcatgagtcagctcgc (SEQ ID NO: 12) and reverse 2 primer (SEQ 
ID NO: 11) . The result showed that the GFP gene was present in the 
deficient locus for F as shown in the constructio'n of the cDNA (Figure 
11) and that the structures of other genes were the same as those 
5 from the wild type (Figure 13) . From the findings shown above, it 
is clarified that no rearrangement of the genome had resulted during 
the virus reconstitution. 

< Electron microscopic analysis with gold colloid-conjugated 
immunoqlobulin > 

10 The morphology of recovered F-deficient virus particles were 

examined by electron microscopy. First, culture supernatant of cells 
infected with the deficient viruses was centrifuged at 28,000 rpm 
for 30 minutes to obtain a virus pellet; then the pellet was 
re-suspended in 10-fold diluted PBS at a concentration of lx 10 9 

15 HAU/ml; one drop of the suspension was dropped on a microgrid with 
a supporting filter and then the grid was dried at room temperature; 
the grid was treated with PBS containing 3.7% formalin for 15 minutes 
for fixation and then pre-treated with PBS solution containing 0.1% 
BSA for 30 minutes; further, anti-F monoclonal antibody (f236) or 

20 anti-HN monoclonal antibody (Miura, N. et al., Exp. Cell Res. (1982) 
141: 409-420) diluted 200-folds with the same solution was dropped 
on the grid and allowed to react under a moist condition for 60 minutes . 
Subsequently, the grid was washed with PBS, and then gold 
colloid-conjugated anti-mouse IgG antibody diluted 200-folds was 

25 dropped and allowed to react under a moist condition for 60 minutes. 
Subsequently, the grid was washed with PBS and then with distilled 
sterile water, and air-dried at room temperature; 4% uranium acetate 
solution was placed on the grid for the staining for 2 minutes and 
the grid was dried; the sample was observed and photographed in a 

30 JEM-1200EXII electron microscope (JEOL. ) . The result showed that the 
spike-like structure of the envelope of the virus comprised F and 
HN proteins (Figure 12), which demonstrated that F protein produced 
by the helper cells was efficiently incorporated into the virions. 
In addition, like the wild type virus, F-deficient virus particles 

35 had a helical RNP structure and a spike-like structure inside (Figure 
14) . 
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[Example 5] High-efficiency gene transfer to a variety of cells via 
F-deficient SeV vector in vitro 

introduction into primary culture cells of rat cerebral cortex nerve 
5 cells> 

Primary culture cells of rat cerebral cortex neurons were 
prepared and cultured as follows: an SD rat (SPF/VAF Cr j : CD, female, 
332 g, up to 9-week old; Charles River) on the eighteenth day of 
pregnancy was deeply anesthetized by diethyl ether, and then 

10 euthanized by bloodletting from axillary arteries. The fetuses were 
removed from the uterus after abdominal section. The cranial skin 
and bones were cut and the brains were taken out. The cerebral 
hemispheres were transferred under a stereoscopic microscope to a 
working solution DMEM (containing 5% horse serum, 5% calf serum and 

15 10% DMSO) ; they were sliced and an ice-cold papain solution (1.5 U, 
0.2 mg of cysteine, 0.2 mg of bovine serum albumin, 5 mg glucose, 
DNase of 0 . 1 mg/ml) was added thereto; the solution containing the 
sliced tissues was incubated for 15 minutes while shaking by inverting 
the vial every 5 minutes at 32 °C. After it was verified that the 

20 suspension became turbid enough and the tissue sections became 
translucent, the tissue sections were crushed into small pieces by 
pipetting. The suspension was centrif uged at 1200 rpm at 32 °C for 
5 minutes, and then the cells were re-suspended in B27-supplemented 
neural basal medium (GibcoBRL, Burlington, Ontario, Canada) . The 

25 cells were plated on a plate coated with poly-d-lysine (Becton 
Dickinson Labware, Bedford, MA, U.S.A.) at a density of lx 10 5 
cells/dish and then cultured at 37 °C under 5% C0 2 . 

After the primary culture of nerve cells from cerebral cortex 
(5x 10 5 /well) were cultured for 5 days, the cells were infected with 

30 F-deficient SeV vector (moi=5) and further cultured for three days. 
The cells were fixed in a fixing solution containing 1% 
paraformaldehyde, 5% goat serum, and 0 . 5% Triton-X at room temperature 
for five minutes. Blocking reaction was carried out for the cells 
by using BlockAce (Snow Brand Milk Products) at room temperature for 

35 2 hours, and then incubated with 500-fold diluted goat anti-rat 
microtubule-associated protein 2 (MAP-2) (Boehringer) IgG at room 
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temperature for one hour. Further, the cells were washed three times 
with PBS(-) every 15 minutes and then were incubated with 
cys3-conjugated anti-mouse IgG diluted 100-folds with 5% goat 
serum/PBS at room temperature for one hour. Further, after the cells 
5 were washed three times with PBS (-) every 15 minutes, Vectashield 
mounting medium (Vector Laboratories, Burlingame, U.S.A.) was added 
to the cells; the cells, which had been double-stained with MAP-2 
immuno staining and GFP fluorescence, were f luorescently observed 
by using a confocal microscope (Nippon Bio-Rad MRC 1024, Japan) and 

10 an inverted microscope Nikon Diaphot 300 equipped with excitation 
band-pass filter of 470-500-nmor 510-550-nm. The result showed that 
GFP had been introduced in nearly 100% nerve cells that were 
MAP2-positive (Figure 15). 
introduction into normal human cells> 

15 Normal human smooth-muscle cells, normal human hepatic cells, 

and normal human pulmonary capillary endothelial cells (Cell Systems) 
were purchased from DAINIPPON PHARMACEUTICAL and were cultured with 
SFM CS-C medium kit (Cell Systems) at 37 °C under 5% C0 2 gas. 

Human normal cells, such as normal human smooth-muscle cells 

20 (Figure 15, Muscle), normal human hepatic cells (Figure 15, Liver), 
and normal human pulmonary capillary endothelial cells (Figure 15, 
Lung) , were infected with F-def.icient SeV vector (m.o.i=5) , and then 
the expression of GFP was observed. It was verified that the 
introduction efficiency was nearly 100% and the GFP gene was expressed 

25 at very high levels in all the cells (Figure 15) . 

introduction into mouse primary bone marrow cells> 

Further, an experiment was conducted, in which mouse primary 
bone marrow cells were separated by utilizing lineage markers and 
were infected with F-deficient SeV vector. First, 5-f luorouracil 

30 (5-FU, Wako Pure Chemical Industries) was given to C57BL mouse (6-week 
old male) at a dose of 150 mg/kg by intraperitoneal injection (IP 
injection) ; 2 days after the administration, bone marrow cells were 
collected from the thighbone. The mononuclear cells were separated 
by density gradient centrif ugation using Lympholyte-M (Cedarlane) . 

35 A mixture (3x 10 7 ) of Streptavidin-magnetic beads (Pharmingen; 
Funakoshi) , which had been coated with biotin-labeled anti-CD45R 



(B220), anti-Ly6G (Gr-1) , anti-Ly-76 (TER-119) , anti-1 (Thyl • 2 ) , and 
anti-Mac-1, were added to the mononuclear cells (3x 10 6 cells) , and 
the resulting mixture was allowed to react at 4 °C for 1 hour; a fraction, 
from which Lin + cells had been removed by a magnet, was recovered (Lin" 
5 cells) (Erlich, S. etal., Blood 1999. 93 (1), 80-86). SeV of 2x 10 7 
HAU/ml was added to 4x 10 5 cells of Lin" cell, and further recombinant 
rat SCF (100 ng/ml, BRL) and recombinant human IL-6 (100 U/ml) were 
added thereto. In addition, F-deficient SeV of 4x 10 7 HAU/ml was added 
to 8x 10 5 of total bone marrow cells, and GFP-SeV of 5x 10 7 HAU/ml 

10 was added to lx 10 6 cells. GFP-SeV was prepared by inserting a 
PCR-amplified NotI fragment, which contains the green fluorescence 
protein (GFP) gene (the length of the structural gene is 717 bp) to 
which a transcription initiation (Rl), a termination (R2) signal and 
an intervening (IG) sequence are added, at the restriction enzyme 

15 Notl-cleavage site of SeV transcription unit pUC18/T7HVJRz . DNA ( + 18) 
(Genes Cells, 1996, 1: 569-579). The reconstitution of viruses 
comprising the GFP gene was performed according to a known method 
(Genes Cells, 1996, 1: 569-579), using LLC-MK2 cells and embryonated 
egg, and then the viruses comprising the gene of interest were 

20 recovered. After a 48-hour culture following the infection with 
GFP-SeV, the cells were divided into two groups; one of them was 
allowed to react to phycoerythrin (PE) -labeled anti-CD117 (c-kit; 
Pharmingen) for 1 hour; the other was a control group. The cells were 
washed 3 times with PBS then were analyzed in a flow cytometer (EPICS 

25 Elite ESP; Coulter, Miami, FL) . 

The result showed that F-deficient SeV vector was also infected 
to bone marrow cells enriched by anti-c-kit antibody that has been 
utilized as a marker for blood primitive stem cells and the expression 
of the GFP gene was observed (Figure 16) . The presence of infective 

30 particles in the culture supernatant was confirmed by determining 
the presence of GFP-expressing cells three days after the addition 
of cell culture supernatant treated with trypsin to LLC-MK2 cells. 
It was clarified that none of these cells released infective virus 
particles. 

35 

[Example 6] Vector administration into rat cerebral ventricle 



Rats (F334/Du Cr j , 6 week old, female, Charles River) were 
anesthetized by intraperitoneal in j ection of Nembutal sodium solution 
(Dainabot) diluted 10 folds (5 mg/ml) with physiological saline 
(Otsuka Pharmaceutical Co., Ltd.). Virus was administrated using 
5 brain stereotaxic apparatus for small animals (DAVID KOPF) . 20 \xl 
(10 8 CIU) were injected at the point 5.2 mm toward bregma from 
interaural line, 2.0 mm toward right ear from lambda, 2 . 4 mm beneath 
the brain surface, using 30G exchangeable needles (Hamilton) . A high 
level expression of GFP protein was observed in ventricle ependymal 

10 cells (Figure 17). Furthermore, in the case of F deficient SeV vector, 
the expression of GFP protein was observed only in ependymal cells 
or nerve cells around the injection site, which come into contact 
with the virus, and no lesion was found in this region. Abnormality 
in behavior or changes in body weight were not observed in the 

15 administered rats until dissection. After dissection, no lesion was 
found in the brain or in any of the tissues and organs analyzed, such 
as liver, lung, kidney, heart, spleen, stomach, intestine, and so 
forth. 

20 [Example 7] Formation of F-less virus particles from F deficient SeV 
genome 
<1> 

F non-expressing LLC-MK2 cells and F expressing LLC-MK2 cells 
(LC-MK2/F7) were infected with F deficient SeV virus and cultured 

25 with ( + ) and without (-) trypsin. The result of HA assay of cell 
culture supernatant after 3 days is shown in Figure 18A. The culture 
supernatants were inoculated to embryonated chicken eggs, and the 
result of HA assay of chorioallantoic fluids after a 2 day-culture 
is shown in Figure 18B. "C" on top of panel indicates PBS used as 

30 the control group. The numbers indicated under "Dilution" indicates 
the dilution fold of the virus solution. Further, HA-positive 
chorioallantoic fluids in embryonated chicken eggs (lanes 11 and 12) 
was reinoculated into embryonated chicken eggs, and after culturing 
for two days, the chorioallantoic fluid was examined with HA assay 

35 (Figure 19C) . As a result, F non-expressing cells or embryonated 
chicken eggs infected with F deficient SeV virus were found to be 
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HA-positive. However, viruses had not , propagated after 
re-inoculation to embryonated chicken eggs, proving that the 
HA-positive virus solution does not have secondary infectivity. 
<2> 

5 The non-infectious virus solution amplified in F non-expressing 

cells was examined for the existence of virus particles. Northern 
blot analysis was performed for total RNA prepared from the culture 
supernatant of F expressing cells, HA-positive, non-infectious 
chorioallantoic fluid, and wildtype SeV by QIAamp viral RNA mini kit 

10 (QIAGEN) , using the F gene and HN gene as probes. As a result, bands 
were detected for RNA derived from chorioallantoic fluid or virus 
in culture supernatant of F expressing cells when the HN gene was 
used as the probe, whereas no bands were detected when using the F 
gene probe (Figure 10) . It was proven that the HA-positive, 

15 non-infectious fluid has non-infectious virus-like particles with 
an F deficient genome. Further, analysis of the HA-positive, 
non-infectious virus solution by an immunoelectron microscopy 
revealed the existence of virus particles, and the envelope of virion 
reacted to the antibody recognizing gold colloid-labeled HN protein, 

20 but not to the antibody recognizing gold colloid-labeled F protein 
(Figure 20) . This result showed the existence of F-less virions, 
proving that the virus can be formed as a virion with HN protein alone, 
even without the existence of the F protein. It has been shown that 
SeV virion can form with F alone (Leyer, S. et al., J Gen. Virol 79, 

25 683-687 (1998)), and the present result proved for the first time 
that SeV virion can be formed with HN protein alone. Thus, the fact 
that F-less virions can be transiently produced in bulk in embryonated 
chicken eggs shows that virions packaging SeV F deficient RNP can 
be produced in bulk. 

30 <3> 

As described above, F-less virus virions transiently amplified 
in embryonated chicken eggs are not at all infective towards cells 
infected by the Sendai virus. To confirm that functional RNP 
structures are packaged in envelopes, F expressing cells and 
35 non-expressing cells were, mixed with cationic liposome (DOSPER, 
Boehringer mannheim) and transfected by incubation for 15 minutes 
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at room temperature. As a result, GFP-expressing cells were not 
observed at all when the cells are not mixed with the cationic liposome, 
whereas all cells expressed GFP when mixed with cationic liposome. 
In F non-expressing cells, GFP expression was seen only in individual 
5 cells and did not extend to adjacent cells, whereas in F expressing 
cells, GFP-expressing cells extended to form colonies (Figure 21) . 
Therefore, it became clear that non-infectious virions transiently 
amplified in embryonated chicken eggs could express a gene when they 
are introduced into cells by methods such as transf ection. 

10 

[Example 8] Reconstitution and amplification of the virus from 
FHN-def icient SeV genome 

Construction of FHN-def icient genomic cDNA> 

To construct FHN-def icient SeV genomic cDNA (pSeV18 + /AFHN) , 

15 pUC18/KS was first digested with EcoRI to construct pUC18/Eco, and 
then whole sequence from start codon of F gene to stop codon of HN 
gene (4866-8419) was deleted, then it was ligated at BsiwI site 
(cgtacg) . After the sequence of FHN deleted region was confirmed by 
base sequencing, EcoRI fragment (4057 bp) was recovered from gels 

20 to substitute for EcoRI fragment of pUC18/KS to accomplish the 
construction. A KpnI/SphI fragment (14673 bp) comprising the FHN 
deleted region was recovered from gels to substitute for KpnI/SphI 
fragment of pSeV18 + to obtain plasmid pSeV18 + /AFHN . 

On the other hand, the construction of FHN-def icient SeV cDNA 

25 introduced with GFP was accomplished as follows. Sall/Xhol fragment 
(7842 bp) was recovered from pSeVl8 + /AFHN, and cloned into pGEMUZ 
(Promega) . The resultant plasmid was named as pGEMUZ/SXdFHN . To 
the FHN-def icient site of pGEMUZ/SXdFHN, PCR product with Bsixl sites 
at both ends of ATG-TAA (846 bp) of d2EGFP (Clontech) was ligated 

30 by digesting with Bsixl enzyme. The resultant plasmid was named as 
pSeV18 + /AFHN-d2GFP. 

Establishment of FHN-def icient , protein co-expressing cell line> 
The plasmid expressing F gene is identical to the one used for 
establishment of F deficient, protein co-expressing cell line,, and 
35 plasmid expressing HN gene was similarly constructed, and the fragment 
comprising ORF of HN was inserted to unique Swal site, of pCALNdlw 
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(Arai et al., described above) to obtain plasmid named pCALNdLw/HN. 

LLC-MK2 cells were mixed with same amount or different ratio 
of pCALNdLw/F and pCALNdLw/HN, to introduce genes using mammalian 
transfection kit (Stratagene) , according to the manufacture's 
5 protocol- Cells were cloned after a three week-selection with G418. 
Drug resistant clones obtained were infected with a recombinant 
adenovirus (Ade/Cre, Saito et al., described above) (moi=10) , which 
expresses Cre DNA recombinase. Then the cells were collected 3 days 
after inducing expression of F and HN protein after washing 3 times 
10 with PBS(-), and they were probed with monoclonal IgG of anti-SeV 
F protein and anti-SeV HN protein by using Western blotting method 
(Figure 22) . 

Construction of pGEM/FHN> 

F and HN fragments used for the construction of pCALNdLw/F and 

15 pCALNdLw/HN were cloned into pGEM4Z and pGEM3Z (Promega) to obtain 
pGEM4Z/F and pGEM3Z/HN, respectively. A fragment obtained by PvuII 
digestion of the region comprising T7 promoter and HN of pGEM3Z/HN 
was recovered, and ligated into the blunted site cut at the Sad unique 
site at the downstream of F gene of pGEM4Z/F. F and HN proteins were 

20 confirmed by Western blotting using anti-F or anti-HN monoclonal 
antibodies to be expressed simultaneously when they were aligned in 
the same direction. 

<Reconstitution of FHN-def icient virus> 

The reconstitution of FHN-def icient viruses (P0) was done in 

25 two ways. One was using the RNP transfection method as used in the 
reconstitution of F deficient virus, and the other was using T7 to 
supply co-expressing plasmids. Namely, under the regulation of T7 
promoter, plasmids expressing F and HN proteins were constructed 
separately, and using those plasmids F and HN proteins were supplied 

30 for the reconstitution. In both methods, reconstituted viruses were 
amplified by FHN coexpressing cells. FHN-def icient, GFP-expressing 
SeV cDNA (pSeV18 + /AFHN-d2GFP) , pGEM/NP, pGEM/P, pGEM/L, and pGEM/FHN 
were mixed in the ratio of 12 ng/10 cm dish, 4 M-g/lO cm dish, 2 |ig/10 
cm dish, 4 jig/10 cm dish, and 4 jig/10 cm dish (final total volume, 

35 3 ml/10 cm dish) for gene introduction into LLC-MK2 cells in the same 
way as F deficient SeV reconstitution described above. Three hours 
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after the gene introduction, media was changed to MEM containing AraC 
(40ng/ml, SIGMA) and trypsin (7.5ng/ml, GIBCO) , and cultured further 
for 3 days. Observation was carried out by fluorescence stereoscopic 
microscope 2 days after gene introduction. The effect of pGEM/FHN 
5 addition was analyzed, and the virus formation was confirmed by the 
spread of GFP-expressing cells. As a result, a spread of 
GFP-expressing cells was observed when pGEM/FHN was added at 
reconstitution, whereas the spread was not observed when pGEM/FHN 
was not added, and the GFP expression was observed only in a single 

10 cell (Figure 23) . It is demonstrated that the addition at FHN protein 
reconstitution caused virus virion formation. On the other hand, in 
the case of RNP transf ection, virus recovery was successfully 
accomplished in FHN expressing cells of PI, as in the case of F 
deficiency (Figure 24, upper panel). 

15 Virus amplification was confirmed after infection of 

FHN-def icient virus solution to cells induced to express FHN protein 
6 hours or more after Ade/Cre infection (Figure 24, lower panel) . 

Solution of viruses reconstituted from FHN-def icient 
GFP-expressing SeV CDNA was infected to LLC-MK2, LLC-MK2/F, 

20 LLC-MK2/HN and LLC-MK2/FHN cells, and cultured with or without the 
addition of trypsin. After 3 days of culture, spread of GFP protein 
expressing cells was analyzed. As a result, spread of GFP was observed 
only in LLC-MK2/FHN, confirming that the virus solution can be 
amplified specifically by FHN co-expression and in a trypsin dependent 

25 manner (Figure 25) . 

To confirm FHN-def icient viral genome, culture supernatant 
recovered from LLC-MK2/FHN cells was centrifuged, and RNA was 
extracted using QIAamp Viral RNA mini kit (QIAGEN) , according to 
manufacturer's protocol. The RNA was used for template synthesis of 

30 RT-PCR using Superscript Preamplif ication System for first Strand 
Synthesis (GIBCO BRL) , and PCR was performed using TAKARA Z-Taq 
(Takara) . F-def icient virus was used as a control group. PCR primer 
sets were selected as combination of M gene and GFP gene, or 
combination of M gene and L gene (for combination of M gene and GFP 

35 gene (M-GFP) , forward: 5 1 -atcagagacctgcgacaatgc / SEQ ID NO: 13, 
reverse: 5 1 -aagtcgtgctgcttcatgtgg / SEQ ID NO: 14; for combination 
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of M gene and L gene (M-L) , forward: 5 ' -gaaaaacttagggataaagtccc / 
SEQ ID NO: 15, reverse: 5 1 -gttatctccgggatggtgc / SEQ ID NO: 16) . As 
a result, specific bands were obtained for both F-deficient and 
FHN-def icient viruses at RT conditions when using M and GFP genes 
5 as primers. In the case of using M and L genes a's primers, the bands 
with given size comprising GFP were detected for FHN deficient sample, 
and lengthened bands with the size comprising HN gene were detected 
for F deficient one. Thus, FHN deficiency in genome structure was 
proven (Figure 26) . 

10 On the other hand, FHN-def icient virus was infected to F 

expressing cells similarly as when using the F-deficient virus, and 
culture supernatant was recovered after 4 days to perform infection 
experiment toward LLC-MK2, LLC-MK2/F, and LLC-MK2/FHN. As a result, 
GFP expression cell was not observed in any infected cell, showing 

15 that the virus has no infectiousness to these cells. However, it has 
been already reported that F protein alone is enough to form virus 
particles (Kato, A. et al., Genes cells 1, 569-579 (1996)) and that 
asialoglycoprotein receptor (ASG-R) mediates specific infection to 
hepatocytes (Spiegel et al., J. Virol 72, 5296-5302, 1998). Thus, 

20 virions comprising FHN-def icient RNA genome, with virus envelope 
configured with only F protein may be released to culture supernatant 
of F expressing cells. Therefore, culture supernatant of F 
expressing cells infected with FHN-def icient virus was recovered, 
and after centrif ugation, RNA was extracted as described above and 

25 analyzed by RT-PCR by the method described above. As a result, the 
existence of RNA comprising FHN-def icient genome was proved as shown 
in Figure 27. 

Western blotting analysis of virus virion turned into 
pseudotype with VSV-G clearly shows that F and HN proteins are not 
30 expressed. It could be said that herein, the production system of 
FHN-def icient virus virions was established. 

Moreover, virions released from F protein expressing cells were 
overlaid on FHN expressing or non-expressing LLC-MK2 cells with or 
without mixing with a cationic liposome (50 \il DOSPER/500 jil/well) . 
35 As a result, spread of GFP-expressing cells was observed when overlaid 
as mixture with DOSPER, while HN-less virion only has no 
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infectiousness at all, not showing GFP-expressir>g cells, as was seen 
in the case of F-less particles described above. In FHN 
non-expressing cells GFP expressing cell was obsejrved, but no evidence 
of virus re-formation and spread was found. 
5 These virus-like particles recovered from F expressing cells 

can infect cells continuously expressing ASG-R gene, ASG-R 
non-expressing cells, or hepatocytes, and whether the infection is 
liver-specific or ASG-R specific can be examined by the the method 
of Spiegel et al. 

10 

[Example 9] Application of deficient genome RNA virus vector 

1. F-deficient RNP amplified in the system described above is 
enclosed by the F-less virus envelope. The envelope can be introduced 
into cells by adding any desired cell-introducing capability to the 

15 envelope by chemical modification methods and such, or by gene 
introducing reagents or gene guns or the like (RNP transf ection, or 
RNP injection), and the recombinant RNA genome can replicate and 
produce proteins autonomously and continuously in the cells. 

2. A vector capable of specific targeting can be produced, when 
20 . intracellular domain of HN is left as-is, and the extracellular domain 

of HN is fused with ligands capable of targeting other receptors in 
a specific manner, and recombinant gene capable of producing chimeric 
protein is incorporated into viral-genome. In addition, the vector 
can be prepared in cells producing the recombinant protein. These 
25 vectors can be applicable to gene therapy, as vaccines, or such. 

3. Since the reconstitution of SeV virus deficient in both FHN has 
been successfully accomplished, targeting vector can be produced by 
introducing targeting-capable envelope chimeric protein gene into 
FHN deletion site instead of the GFP gene, reconstituting it by the 

30 same method as in the case of FHN-def icient vector, amplifying the 
resultant once in FHN-expressing cells, infecting the resultant to 
non-expressing cells, and recovering virions formed with only the 
targeting-capable chimeric envelope protein transcribed from the 
viral-genome . 

35 4. a mini-genome of Sendai virus and a virion formed with only F 

protein packaging mini-genome by introducing NP, P, L and F gene to 
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cells have been reported (Leyer et al. , J Gen. Virol 79, 683-687, 1998) . 
A vector in which murine leukemia virus is turned into pseudo-type 
by Sendai F protein has also been reported (Spiegel et al., J. Virol 
72, 5296-5302, 1998) . Also reported so far is the specific targeting 
5 of trypsin-cleaved F-protein to hepatocytes mediated by ASG-R (Bitzer 
et al., J. Virol. 71, 5481-5486, 1997). The systems in former reports 
are transient particle-forming systems, which make it difficult to 
continuously recover vector particles. Although Spiegel et al. has 
reported retrovirus vector turned into pseudo-type by Sendai F protein, 

10 this method carries intrinsic problems like the retrovirus being able 
to introduce genes to only mitotic cells. The virus particles 
recovered in the present invention with a FHN co-deficient SeV 
viral-genome and only the F protein as the envelope protein are 
efficient RNA vectors capable of autonomous replication in the 

15 cytoplasm irrespective of cell mitosis. They are novel virus 
particles, and is a practical system facilitating mass production. 

[Example 10] Virus reconstitution and amplification from 
FHN-def icient SeV genome 
20 The techniques of reconstitution of infectious virus particles 

from cDNA that cloned the viral genome has been established for many 
single strand minus strand RNA viruses such as the Sendai virus, 
measles virus. 

In most of the systems, reconstitution is carried out by 
25 introducing plasmids introduced with cDNA, NP, P, and L genes at the 
downstream of T7 promoter into cells and expressing cDNA and each 
gene using T7 polymerase. To supply T7 polymerase, recombinant 
vaccinia virus expressing T7 polymerase is mainly used. 

T7 expressing vaccinia virus can express T7 polymerase 
30 efficiently in most cells. Although, because of vaccinia 
virus-induced cytotoxicity, infected cells can live for only 2 or 
3 days. In most cases, rifampicin is used as an anti-vaccinia reagent. 
In the system of Kato et al. (Kato, A. et al., Genes cells 1, 569-579 
(1996)), AraC was used together with rifampicin for inhibiting 
35 vaccinia virus growth to a minimum level, and efficient reconstitution 
of Sendai virus. 
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However, the reconstitution efficiency of minus strand RNA 
virus represented by Sendai virus is several particles or less in 
lx 10 5 cells, far lower than other viruses subh as retroviruses. 
Cytotoxicity due to the vaccinia virus and the complex reconstitution 

5 process (transcribed and translated protein separately attaches to 
bare RNA to form RNP-like structure, and after that, transcription 
and translation occurs by a polymerase) can be given as reasons for 
this low reconstitution efficiency. 

In addition to the vaccinia virus, an adeno virus system was 

10 examined as a means for supplying T7 polymerase, but no good result 
was obtained. Vaccinia virus encodes RNA capping enzyme functioning 
in cytoplasm as the enzyme of itself in addition to T7 polymerase 
and it is thought that the enzyme enhances the translational 
efficiency by capping the RNA transcribed by T7 promoter in the 

15 cytoplasm. The present invention tried to enhance the reconstitution 
efficiency of Sendai virus by treating vaccinia virus with 
Psoralen-Long-Wave-UV method to avoid cytotoxicity due to the 
vaccinia virus. 

By DNA cross-linking with Psoralen and long-wave ultraviolet 

20 light, the state in which the replication of virus with DNA genome 
is inhibited, without effecting early gene expression in particular, 
can be obtained. The notable effect seen by inactivation of the virus 
in the system may be attributed to that vaccinia virus having a long 
genome (Tsung, K. et al., J Virol 70, 165-171 (1996)). 

25 in the case of wildtype virus that can propagate autonomously, 

even a single particle of virus formed by reconstitution makes it 
possible for Sendai virus to be propagated by inoculating transfected 
cells to embryonated chicken eggs. Therefore, one does not have to 
consider of the efficiency of reconstitution and the residual vaccinia 

30 virus seriously. 

However, in the case of reconstitution of various mutant viruses 
for researching viral replication, particle formation mechanism, and 
so on, one may be obligated to use cell lines expressing a protein 
derived from virus and such, not embryonated chicken eggs, for 

35 propagation of the virus. Further, it may greatly possible that the 
mutant virus or deficient virus propagates markedly slower than the 
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wild type virus. 

To propagate Sendai virus with such mutations, transfected 
cells should be overlaid onto cells of the next generation and cultured 
for a long period. In such cases, the reconstitution efficiency and 
5 residual titer of vaccinia virus may be problematic. In the present 
method, titer of surviving vaccinia virus was successfully decreased 
while increasing reconstitution efficiency. 

Using the present method, a mutant virus that could have not 
been ever obtained in the former system using a non-treated vaccinia 

10 virus was successfully obtained by reconstitution (F, FHN-def icient 
virus) . The present system would be a great tool for the 
reconstitution of a mutant virus, which would be done more in the 
future. Therefore, the present inventors examined the amount of 
Psoralen and ultraviolet light (UV) , and the conditions of vaccinia 

15 virus inactivation. 
<Experiment> 

First, Psoralen concentration was tested with a fixed 
irradiation time of 2 min. Inactivation was tested by measuring the 
titer of vaccinia virus by plaque formation, and by measuring T7 

20 polymerase activity by pGEM-luci plasmid under the control of T7 
promoter and mini-genome of Sendai virus. The measurement of T7 
polymerase activity of mini-genome of Sendai virus is a system in 
which cells are transfected concomitantly with plasmid of mini-genome 
of Sendai virus and pGEM/NP, pGEM/P, and pGEM/L plasmids, which 

25 express NP-, P-, and L-protein of Sendai virus by T7, to examine 
transcription of lucif erase enzyme protein by RNA polymerase of Sendai 
virus after the formation of ribonucleoprotein complex. 

After the 2 min UV irradiation, decrease in titer of vaccinia 
virus depending on psoralen concentration was seen. However, T7 

30 polymerase activity was unchanged for a Psoralen concentration up 
to 0, 0.3, and 1 |^g/ml, but decreased approximately to one tenth at 
10 ^g/rnl (Figure 28) . 

Furthermore, by fixing Psoralen concentration to 0.3 |xg/ml, UV 
irradiation time was examined. In accordance with the increase of 

35 irradiation time, the titer of vaccinia virus was decreased, although 
no effect on T7 polymerase activity was found up to a 30 min irradiation . 
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In this case, under the conditions of 0.3 jig/ml and, 30 min irradiation, 
titer could be decreased down to 1/1000 without affecting T7 
polymerase activity (Figure 29) . 

However, in vaccinia virus with a decreased titer of 1/1000, 
5 CPE 24 hours after infection at moi=2 calibrated to pretreatment titer 
(moi=0.002 as residual titer after treatment) was not different from 
that of non-treated virus infected at moi=2 (Figure 30). 

Using vaccinia virus treated under the conditions described 
above, the efficiency of reconstitution of Sendai virus was examined. 

10 Reconstitution was carried out by the procedure described below, 
modifying the method of Kato et al. mentioned above. LLC-MK2 cells 
were seeded onto 6-well microplates at 3x 10 5 cells/well, and after 
an overnight culture, vaccinia virus was diluted to the titer of 6x 
10 5 pfu/100 Ml calibrated before PLWUV treatment, and infected to 

15 PBS-washed cells. One hour after infection, 100 ^1 of OPTI-MEM added 
withl, 0.5, 1, and 4 jig of plasmid pGEM-NP, P, L, and cDNA, respectively, 
was further added with 10 ^1 Superfect (QIAGEN) and left standing 
for 15 min at room temperature, and after adding 1 ml OPTI-MEM (GIBCO) 
(containing Rif. and AraC) , was overlaid onto the cells. 

20 Two, three and four days after transf ection, cells were 

recovered, centrifuged, and suspended in 300 Ml/well of PBS. 100 ^1 
of cell containing solution made from the suspension itself, or by 
diluting the suspension by 10 or 100 folds, was inoculated to 
embryonated chicken eggs at day 10 following fertilization, 4 eggs 

25 for each dilution (lx 10 5 , lx 10 4 , and lx 10 3 cells, respectively). 
After 3 days, allantoic fluid was recovered from the eggs and the 
reconstitution of virus was examined by HA test (Table 1) . Eggs with 
HA activity was scored as 1 point, 10 points and 100 points for eggs 
inoculated with lx 10 5 , lx 10 4 , and lx 10 3 cells, respectively, to 

30 calculate the Reconstitution Score (Figure 31) . The formula is as 
shown in Table 1. 

Table 1. Effect of the duration of UV treatment of vaccinia virus 
on reconstitution efficiency of Sendai virus 
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Also, residual titers of vaccinia virus measured at 2, 3, and 
4 days after transfection within cells were smaller in the treated 
group in proportion to the titer given before transfection (Figure 
32) . 

By inactivating vaccinia virus by PLWUV, titer could be 
decreased down to 1/1000 without affecting T7 polymerase activity. 
However, CPE derived from vaccinia virus did not differ from that 
of non-treated virus with a 1000 fold higher titer as revealed by 
microscopic observations. 

Using vaccinia virus treated with the condition described above 
for reconstitution of Sendai virus, reconstitution efficiency 
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increased from ten to hundred folds (Figure 31) . At the same time, 
residual titer of vaccinia virus after transfection was not 5 pfu/10 5 
cells or more. Thus, the survival of replicable vaccinia virus was 
kept at 0.005% or less. 

5 

[Example 11] Construction of pseudotype Sendai virus 
<1> Preparation of helper cells in which VSV-G gene product is induced 
Because VSV-G gene product has a cytotoxicity, stable 
transf ormant was created in LLC-MK2 cells using plasmid pCALNdLG (Arai 

10 T. et al., J. Virology 72 (1998) plll5-1121) in which VSV-G gene 
product can be induced by Cre recombinase. Introduction of plasmid 
into LLC-MK2 cells was accomplished by calcium phosphate method 
(CalPhosTMMammalian Transfection Kit, Clontech) , according to 
accompanying manual. 

15 Ten micrograms of plasmid pCALNdLG was introduced into LLC-MK2 

cells grown to 60% confluency in a 10 cm culture dish. Cells were 
cultured for 24 hours with 10 ml MEM-FCS 10% medium in a 5% C0 2 incubator 
at 37°C. After 24 hours, cells were scraped off and suspended in 10 
ml of medium, and then using five 10 cm culture dishes, 1, 2 and 2 

20 dishes were seeded with 5 ml, 2 ml and 0.5 ml, respectively. Then 
they were cultured for 14 days in 10 ml MEM-FCS 10% medium containing 
1200 |ig/ml G418 (GIBCO-BRL) with a medium change on every other day 
to select stable transf ormants . Twenty-eight clones resistant to 
G418 grown in the culture were recovered using cloning rings. Each 

25 clone was expanded to confluency in a 10 cm culture dish. 

For each clone, the expression of VSV-G was examined by Western 
blotting described below using anti-VSV-G monoclonal antibody, after 
infection with recombinant adenovirus AxCANCre containing Cre 
recombinase . 

30 Each clone was grown in a 6 cm culture dish to confluency, and 

after that, adenovirus AxCANCre was infected at MOI=10 by the method 
of Saito et al. (see above) , and cultured for 3 days. After removing 
the culture supernatant, the cells were washed with PBS, and detached 
from the culture dish by adding 0.5 ml PBS containing 0.05% trypsin 

35 and 0.02% EDTA (ethylenediaminetetraacetic acid) and incubating at 
37°C, 5 min. After suspending in 3 ml PBS, the cells were collected 
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by centrifugation at 1500x g, 5 min. The cells obtained were 
resuspended in 2 ml PBS, and then centrifuged again at 1500x g, 5 
min to collect cells. j 

The cells can be stored at -20°C, and can be used by thawing 
5 according to needs. The collected cells were lysed in 100 |il cell 
lysis solution (RIPA buffer, Boehringer Mannheim) , and using whole 
protein of the cells (lx 10 5 cells per lane) Western blotting was 
performed. Cell lysates were dissolved in SDS-polyacrylamide gel 
electrophoresis sample buffer (buffer comprising 6 mM Tris-HCl 

10 (pH6.8), 2% SDS, 10% glycerol, 5% 2-mercaptoethanol) and subjected 
as samples for electrophoresis after heating at 95°C, 5 min. The 
samples were separated by electrophoresis using SDS-polyacrylamide 
gel (Multigel 10/20, Daiichi Pure Chemicals Co., Ltd), and the 
separated protein was then transferred to transfer membrane 

15 (Immobilon-P Transf erMembranes, Millipore) by semi-dry blotting 
method. Transfer was carried out using transfer membrane soaked with 
100% methanol for 20 sec and with water for 1 hour, at a 1 mA/cm 2 constant 
current for 1 hour. 

The transfer membrane was shaken in 40 ml of blocking solution 

20 (Block-Ace, Snow Brand Milk Products Co. , Ltd. ) for 1 hour, and washed 
once in PBS. 

The transfer membrane and 5 ml anti-VSV-G antibody (clone P4D4, 
Sigma) diluted 1/1000 by PBS containing 10% blocking solution were 
sealed in a vinyl-bag and left to stand at 4°C. 
25 The transfer membrane was soaked twice in 40 ml of PBS-0 . 1% Tween 

20 for 5 min, and after the washing, soaked in PBS for 5 min for washing. 

The transfer membrane and 5 ml of anti-mouse IgG antibody 
labeled with peroxidase (anti-mouse immunoglobulin, Amersham) 
diluted to 1/2500 in PBS containing 10% blocking solution were sealed 
30 in vinyl-bag and were shaken at room temperature for 1 hour. 

After shaking, the transfer membrane was soaked twice in 
PBS-0. 1% Tween 20 for 5 min, and after the washing, soaked in PBS 
for 5 min for washing. 

The detection of proteins on the membrane crossreacting with 
35 anti-VSV-G antibody was carried out by the luminescence method (ECL 
Western blotting detection reagents, Amersham) . The result is shown 
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in Figure 33. Three clones showed AxCANCre infection specific VSV-G 
expression, confirming the establishment of LLC-MK2 cells in which 
VSV-G gene product can be induced. 

One clone among the clones obtained, named as LLCG-L1, was 
5 subjected to flow cytometry analysis using anti-VSV antibody (Figure 
34) . As a result, reactivity with antibody specific to VSV-G gene 
induction was detected in LLCG-L1, confirming that VSV-G protein is 
expressed on the cell surface. 

10 <2> Preparation of pseudotype Sendai virus comprising a genome 
deficient in the F gene using helper cells 

Sendai virus comprising a genome deficient in F gene was 
infected to VSV-G gene expressing cells, and whether production of 
pseudotype virus with VSV-G as capsid can be seen or not was examined 

15 using F-deficient Sendai virus comprising GFP gene described in the 
examples above, and the expression of GFP gene as an index. As a result, 
in LLCG-L1 without infection of recombinant adenovirus AxCANCre 
comprising Cre recombinase, viral gene was introduced by F-deficient 
Sendai virus infection and GFP-expressing cells were detected, 

20 although the number of expressing cells was not increased. In VSV-G 
induced cells, chronological increase of GFP-expressing cells was 
found. When 1/5 of supernatants were further added to newly VSV-G 
induced cells, no gene introduction was seen in the former supernatant, 
while the increase of GFP-expressing cells as well as gene 

25 introduction were found in the latter supernatant. Also, in the case 
that supernatant from latter is added to LLCG-L1 cells without 
induction of VSV-G, gene was introduced, but increase of 
GFP-expressing cells was not seen. Taken together, virus propagation 
specific to VSV-G expressing cells was found, and pseudotype 

30 F-deficient virus formation with VSV-G was found. 

<3> Evaluation of conditions for producing pseudotype Sendai virus 
with F gene-deficient genome 

A certain amount of pseudotype Sendai viruses with F 
gene-deficient genomes was infected changing the amount of AxCANCre 

35 infection (MOI=0, 1.25, 2.5, 5, and 10) and culture supernatant was 
recovered at day 7 or day 8. Then, the supernatant was infected to 
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the cells before and after induction of VSV-G, and,after 5 days, number 
of cells expressing GFP was compared to see the effect of amount of 
VSV-G gene expression- As a result, no virus production was found 
at MOI=0 and maximum production was found at MO]j=10 (Figure 35) . In 
5 addition, when time course of virus production was analyzed, the 
production level started to increase from day 5 or after, persisting 
to day 8 (Figure 36) . The measurement of virus titer was accomplished 
by calculating the number of particles infected to cells in the virus 
solution (CIU) , by counting GFP-expressing cells 5 days after 
10 infection of serially (10 fold each) diluted virus solutions to cells 
not yet induced with VSV-G. As a result, the maximal virus production 
was found to be 5x 10 5 ClU/ml. 

<4> Effect of anti-VSV antibody on infectiousness of pseudotype Sendai 
virus with F gene-deficient genome 

15 As to whether pseudotype Sendai virus with F gene-deficient 

genome obtained by using VSV-G expressing cells comprises VSV-G 
protein in the capsid, the neutralizing activity of whether 
infectiousness will be affected was evaluated using anti-VSV antibody. 
Virus solution and antibody were mixed and lest standing at room 

20 temperature for 30 min, and then infected to LLCG-L1 cells without 
VSV-G induction. On day 5, gene-introducing capability was examined 
by the existence of GFP-expressing cells. As a result, perfect 
inhibition of infectiousness was seen by the anti-VSV antibody, 
whereas in Sendai virus with F gene-deficient genome having the 

25 original capsid, the inhibition was not seen (Figure 37) . Therefore,, 
it was clearly shown that the present virus obtained is a pseudotype 
Sendai virus comprising VSV-G protein in its capsid, in which 
infectiousness of the virus can be specifically inhibited by an 
antibody. 

30 <5> Confirmation of pseudotype Sendai virus's possession of 

F-deficient genome 

Western blotting analysis of cell extract of infected cells was 

carried out to examine if the present virus propagated in cells 

expressing VSV-G gene is the F-deficient type. Western analysis was 
35 accomplished by the method described above. As the primary 

antibodies, anti-Sendai virus polyclonal antibody prepared from 
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rabbit, anti-F protein monoclonal antibody prepared from mouse, and 
anti-HN protein monoclonal antibody prepared from mouse were used. 
As the secondary antibodies, anti-rabbit IgG antibody labeled with 
peroxidase in the case of anti-Sendai virus polyclonal antibody, and 
5 anti-mouse IgG antibody labeled with peroxidase in the case of anti-F 
protein monoclonal antibody and anti-HN protein monoclonal antibody, 
were used. As a result, F protein was not detected, whereas protein 
derived from Sendai virus and HN protein were detected, confirming 
it is F-deficient type. 

10 <6> Preparation of pseudotype Sendai virus with F and HN 
gene-deficient genome by using helper cells 

Whether the production of pseudotype virus with VSV-G in its 
capsid is observed after the infection of Sendai virus with F and 
HN gene-deficient genome to LLCG-L1 cells expressing VSV-G gene was 

15 analyzed using GFP gene expression as the indicator and F and HN 
gene-deficient Sendai virus comprising GFP gene described in examples 
above, by a similar method as described in examples above. As a result, 
virus propagation specific to VSV-G expressing cells was observed, 
and the production of F and HN deficient Sendai virus that is a 

20 pseudotype with VSV-G was observed (Figure 38) . The measurement of 
virus titer was accomplished by calculating the number of particles 
infected to cells in the virus solution (CIU) , by counting 
GFP-expressing cells 5 days after infection of serially (10 fold each) 
diluted virus solutions to cells not yet induced with VSV-G. As a 

25 result, the maximal virus production was lx 10 6 ClU/ml. 

<7> Confirmation of pseudotype Sendai virus's possession of F and 
HN deficient genome 

Western blotting of proteins in cell extract of infected cells 
was carried out to analyze whether the present virus propagated in 

30 VSV-G expressing cells are the F and HN deficient type. As a result, 
F and HN proteins were not detected, whereas proteins derived from 
Sendai virus were detected, confirming that it is F and HN deficient 
type (Figure 39) . 

35 [Example 12] Analysis of virus reconstitution method 
Conventional method> 
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LLC-MK2 cells were seeded onto 100 mm culture dishes at 5x 10 6 
cells/dish. After a 24 hour culture, the cells were washed once with 
MEM medium without serum, and then infected with (recombinant vaccinia 
virus expressing T7 RNA polymerase (Fuerst, T.R'. et al., Proc. Natl. 
5 Acad. Sci. USA 83/ 8122-8126 1986) (vTF7-3) at 'room temperature for 
1 hour (moi=2) (moi=2 to 3, preferably moi=2 is used) . The virus used 
herein, was pretreated with 3 ^ig/ml psoralen and long-wave ultraviolet 
light (365 run) for 5 min. Plasmids pSeV18 + /AF-GFP, pGEM/NP, pGEM/P, 
and pGEM/L (Kato, A. et al., Genes cells 1, 569-579(1996)) were 

10 suspended in Opti-MEM medium (GIBCO) at ratio of 12 jag, 4 jig, 2 ^ig, 
and 4 jig/dish, respectively. Then, SuperFect transfection reagent 
(1 jag DNA/5 jil, QIAGEN) was added and left to stand at room temperature 
for 15 min and 3 ml Opti-MEM medium containing 3% FBS was added. 
Thereafter, the cells were washed twice with MEM medium without serum, 

15 and DNA-SuperFect mixture was added. After a 3 hr culture, cells were 
washed twice with MEM medium without serum, and cultured 70 hours 
in MEM medium containing 40 jig /ml cytosine P-D-arabinof uranoside 
(AraC, Sigma) . Cells and culture supernatant were collected as P0-d3 
samples. Pellets of P0-d3 were suspended in Opti-MEM medium (10 7 

20 cells/ml) . They were f reeze-thawed three times and then mixed with 
lipofection reagent DOSPER (Boehringer Mannheim) (10 6 cells/25 |il 
DOSPER) and left to stand at room temperature for 15 min. Then, F 
expressing LLC-MK2/F7 cells were transfected with the mixture (10 6 
cells/well in 24-well plate) and cultured with MEM medium without 

25 serum (containing 40 jig /ml AraC and 7.5 jig /ml trypsin). Culture 
supernatants were recovered on day 3 and day 7 and were designated 
as Pl-d3 and Pl-d7 samples. 

<Envelope plasmid + F expressing cells overlaying method> 

Transfection was carried out similarly as described above, 

30 except that 4 jig/dish envelope plasmid pGEM/FHN was added. After a 
3 hr culture, cells were washed twice with MEM medium without serum, 
and cultured 4 8 hours in MEM medium containing 4 0 Jig/ml cytosine 
P-D-arabinofuranoside (AraC, Sigma) and 7.5 Jig/ml trypsin. After 
removing the culture supernatant, cells were overlaid with 5 ml cell 

35 suspension solution of a 100 mm dish of F expressing LLC-MK2/F7 cells 
suspended with MEM medium without serum (containing 40 jig /ml AraC 
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and 7.5 ng /ml trypsin) . After a 48 hr culture, ce,lls and supernatants 
were recovered and designated as P0-d4 samples. Pellets of P0-d4 
samples were suspended in Opt i -MEM medium (2'x 10 7 cells/ml) and 
freeze-thawed three times. Then F expressing ILC-MK2/F7 cells were 
5 overlaid with the suspension (2x 10 6 cells/well, 24-well plate) and 
cultured in MEM medium without serum (containing 40 p.g/ml AraC and 
7.5 fig/ml trypsin) . Culture supernatants were recovered on day 3 and 
day 7 of the culture, designated as Pl-d3 and Pl-d7 samples, 
respectively. As a control, experiment was carried out using the same 
10 method as described above, but without overlaying and adding only 
the envelope plasmid. 

<CIU (Cell Infectious Units) measurement by counting GFP-expressing 
cells (GFP-CIU)> 

LLC-MK2 cells were seeded onto a 12-well plate at 2x 10 5 

15 cells/well, and after 24 hr culture the wells were washed once with 
MEM medium without serum. Then, the cells were infected with 100 
111 /well of appropriately diluted samples described above (P0-d3 or 
P0-d4, Pl-d3, and Pl-d7), in which the samples were diluted as 
containing 10 to 100 positive cells in 10 cm 2 . After 15 min, 1 ml/well 

20 of serum-free MEM medium was added, and after a further 24 hr culture, 
cells were observed under fluorescence microscopy to count 
GFP-expressing cells. 

Measurement of CIU (Cell Infectious Units) > 

LLC-MK2 cells were seeded onto a 12-well plate at 2x 10 5 

25 cells/dish and after a 24 hr culture, cells were washed once with 
MEM medium without serum. Then, the cells were infected with 100 
|il/well of samples described above, in which the virus vector 
contained is designated as SeV/AF-GFP. After 15 min, 1 ml/well of 
MEM medium without serum was added and cultured for a further 24 hours . 

30 After the culture, cells were washed with PBS (-) three times and 
were dried up by leaving standing at room temperature for 
approximately 10 min to 15 min. To fix cells, 1 ml/well acetone was 
added and immediately removed, and then the cells were dried up again 
by leaving to stand at room temperature for approximately 10 min to 

35 15 min. 300 jil/well of anti-SeV polyclonal antibody (DN-1) prepared 
from rabbit, 100-fold diluted with PBS (-) was added to cells were 
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and incubated for 45 min at 37 °C. Then, they were washed three times 
with PBS (-) and 300 nl/well of anti-rabbit IgG (H+L) 
fluorescence-labeled second antibody (Alexa™568, Molecular Probes) , 
200-fold diluted with PBS (-) was added and incubated for 45 min at 
5 37°C. After washing with PBS (-) three times, the cells were observed 
under fluorescence microscopy (Emission: 560 nm, Absorption: 645 nm 
filters, Leica) to find florescent cells (Figure 40) . 

As controls, samples described above (SeV/AF-GFP) were infected 
at 100 |il/well, and after 15 min 1 ml/well of MEM without serum was 
10 added, and after a 24 hr culture, cells were observed under 
fluorescence microscopy (Emission: 360 nm, Absorption: 470 nm filters, 
Leica) to find GFP-expressing cells, without the process after the 
culture. 

15 [Example 13] Evaluation of the most suitable PLWUV (Psoralen and 
Long-Wave UV light) treatment conditions for vaccinia virus (vTF7-3) 
for increasing reconstitution efficiency of deficient-type Sendai 
virus vector 

LLC-MK2 cells were seeded onto 100 mm culture dishes at 5x 10 6 

20 cells/dish, and after a 24 hr culture, the cells were washed once 
with MEM medium without serum. Then, the cells were infected with 
recombinant vaccinia virus (vTF7-3) (Fuerst, T.R. et al., Proc. Natl. 
Acad. Sci. USA 83, 8122-8126(1986)) expressing T7 RNA polymerase at 
room temperature for 1 hour (moi=2) (moi=2 to 3, preferably moi=2 is 

25 used). The virus used herein, was pretreated with 0.3 to 3 ng/ml 
psoralen and long-wave ultraviolet light (365 nm) for 2 to 2 0 min. 
Plasmids pSeV18 + /AF-GFP, pGEM/NP, pGEM/P, and pGEM/L (Kato, A. et al., 
Genes cells 1, 569-579 (1996)) were suspended in Opt i -MEM medium 
(GIBCO) at ratio of 12 Hg, 4 ^g, 2 \iq, and 4 |ig/dish, respectively. 

30 Then, SuperFect transfection reagent (1 \iq DNA/5 fil, QIAGEN) was added 
and left to stand at room temperature for 15 min and 3 ml Opt i-MEM 
medium containing 3% FBS was added. Thereafter, the cells were washed 
twice with MEM medium without serum, and then DNA-SuperFect mixture 
was added. After a 3 hr culture, cells were washed twice with MEM 

35 medium without serum, and cultured 48 hours in MEM medium containing 
40 ng/ml cytosine p-D-arabinofuranoside (AraC, Sigma) . 
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Approximately 1/20 of field of view in 100 mm culture dish was observed 
by a fluorescence microscope and GFP-expressing cells were counted. 
To test the inactivation of vaccinia virus (vTF7-3j) , titer measurement 
by plaque formation (Yoshiyuki Nagai et al.L virus experiment 

5 protocols, p291-296, 1995) was carried out. I 

Further, fixing the timing of recovery after transfection to 
day 3, psoralen and UV irradiation time were examined. Using vaccinia 
virus (vTF7-3) treated with each PLWUV treatment, reconstitution 
efficiency of Sendai virus was examined. Reconstitution was carried 

10 out by modifying the method of Kato et al., namely by the procedure 
described below. LLC-MK2 cells were seeded onto a 6-well microplate 
at 5x 10 5 cells/well, and after an overnight culture (cells were 
considered to grow to Ix 10 6 cells/well), PBS washed cells were 
infected with diluted vaccinia virus (vTF7-3) at 2x 10 6 pfu/100 ^il 

15 calibrated by titer before PLWUV treatment . After a 1 hour infection, 
50 ixl of Opt i -MEM medium (GIBCO) was added with 1, 0.5, 1, and 4 ng 
of plasmid pGEM/NP, pGEM/P, pGEM/L, and additional type SeV cDNA 
(pSeV18 + b ( + ) ) (Hasan, M. K. et al. , J. General Virology 78: 2813-2820, 
1997), respectively. 10 SuperFect (QIAGEN) was further added and 

20 left to stand at room temperature for 15 min. Then, 1 ml of Opt i -MEM 
(containing 40 |xg/ml AraC) was added and overlaid onto the cells. 
Cells were recovered 3 days after transfection, then centrifuged and 
suspended in 100 nl/well PBS. The suspension was diluted 10, 100, 
and 1000-fold and 100 Hi of resultant cell solution was inoculated 

25 into embryonated chicken eggs 10 days after fertilization, using 3 
eggs for each dilution (lx 10 5 , lx 10 4 and lx 10 3 cells, respectively) . 
After 3 days, allantoic fluid was recovered from the eggs and virus 
reconstitution was examined by HA test. To calculate reconstitution 
efficiency, eggs showing HA activity that were inoculated with lx 

30 10 5 cells, lx 10 4 cells and lx 10 3 cells, were counted as 1, 10, and 
100 point (s), respectively. 
<Results> 

Results of Examples 12 and 13 are shown in Figures 40 to 43, 
and Table 2. The combination of envelope expressing plasmid and cell 
35 overlay increased the reconstitution efficiency of SeV/AF-GFP. 
Notable improvement was obtained in d3 to d4 (day 3 to day4 ) of P0 
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(before subculture) (Figure 41) . In Table 2, eggs were inoculated 
with cells 3 days after transf ection. The highest reconstitution 
efficiency was obtained in day 3 when treated with 0.3 jig/ml psoralen 
for 20 min. Thus, these conditions were taken as optimal conditions 
5 (Table 2) . 

Table 2: Effect of PLWUV treatment of vaccinia virus on reconstitution 
of Sendai virus 
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[Example 14] Preparation of LacZ-comprising, F-deficient, 
GFP-non-comprising Sendai virus vector 

reconstruction of F-deficient type, LacZ gene-comprising SeV vector 
cDNA> 
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To construct cDNA comprising LacZ gene at Nqt I restriction site 
existing at the upstream region of NP gene of pSeV18 + /AF described 
in Example 1 (pSeV (+18 : LacZ) /AF) , PCR was performed to amplify the 
LacZ gene. PCR was carried out by adjusting LacZ gene to multiples 
5 of 6 (Hausmann, S et al., RNA 2, 1033-1045 (199'6)) and using primer 
(5' -GCGCGGCCGCCGTACGGTGGCAACCATGTCGTTTACTTTGACCAA-3' /SEQ ID NO: 
17) comprising Not I restriction site for 5' end, and primer 
( 5 ' -GCGCGGCCGCGATGAACTTTCACCCTAAGTTTTTCTTACTACGGCGTACGCTATTACTTC 
TGACACCAGACCAACTGGTA-3 ' / SEQ ID NO: 18) comprising transcription 

10 termination signal of SeV (E) , intervening sequence (I), 
transcription initiation signal (S), and Not I restriction site for 
3' end, using pCMV-P (Clontech) as template. The reaction conditions 
were as follows. 50 ng pCMV-|3, 200 jiM dNTP (Pharmacia Biotech) , 100 
pM primers, 4 U Vent polymerase (New England Biolab) were mixed with 

15 the accompanying buffer, and 25 reaction temperature cycles of 94 °C 
30 sec, 50°C 1 min, 72 °C 2 min were used. Resultant products were 
electrophoresed with agarose gel electrophoreses. Then, 3.2 kb 
fragment was cut out and digested with NotI after purification. 
pSeV( + 18:LacZ) /AF was obtained by ligating with NotI digested 

20 fragment of pSeV18+/AF. 
Conventional method> 

LLC-MK2 cells were seeded onto 100 mm culture dish at 5x 10 6 
cells/dish, and after a 24 hour culture, the cells were washed once 
with MEM medium without serum. Then, the cells were infected with 

25 recombinant vaccinia virus (vTF7-3) (Fuerst, T.R. et al., Proc. Natl. 
Acad. Sci. USA 83, 8122-8126 (1986)) expressing T7 RNA polymerase 
at room temperature for 1 hour (moi=2) (moi=2 to 3, preferably moi=2 
is used) . The virus used herein was pretreated with 3 |ig/ml psoralen 
and long-wave ultraviolet light (365 nm) for 5 min. LacZ comprising, 

30 F-deficient type Sendai virus vector cDNA (pSeV ( + 18 : LacZ ) AF) , 
pGEM/NP, pGEM/P, and pGEM/L (Kato, A. et al., Genes Cells 1, 569-579 
(1996)) were suspended in Opti-MEM medium (GIBCO) at a ratio of 12 
jig, 4 |ag, 2 ng, and 4 ng/dish, respectively, 4 ng/dish envelope plasmid 
pGEM/FHN and SuperFect transfection reagent (1 \xg DNA/5 QIAGEN) 

35 were added and left to stand at room temperature for 15 min. Then, 
3 ml Opti-MEM medium containing 3% FBS was added and the cells were 
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washed twice with MEM medium without serum, and then the DNA-SuperFect 
mixture was added. After a 3 hr culture, cells were washed twice with 
MEM medium without serum, and cultured 24 hours in MEM medium 
containing 40 fig/ml cytosine p-D-arabinof uranoside (AraC, Sigma) and 
5 7.5 ^ig/ml trypsin. Culture supernatants were removed and 5 ml of 
suspension of a 100 mm culture dish of F expressing LLC-MK2/F7 cells 
in MEM medium without serum (containing 40 ng/ml AraC and 7.5 Jig/ml 
trypsin) was overlaid onto the cells. After further a 48 hr culture, 
the cells and supernatants were recovered and designated as P0-d3 

10 samples. The P0-d3 pellets were suspended in Opti-MEM medium (2x 10 7 
cells/ml) and after 3 times of f reeze-thawing, were mixed with 
lipofection reagent DOSPER (Boehringer Mannheim) (10 6 cells/25 |il 
DOSPER) and left to stand at room temperature for 15 min. Then, F 
expressing LLC-MK2/F7 cells were transfected with the mixture (10 6 

15 cells/well, 24-well plate) and cultured with MEM medium without serum 
(containing 40 |ig/ml AraC and 7,5 ^ig/ml trypsin). The culture 
supernatants were recovered on day 7, and designated as Pl-d7 samples. 
Further, total volumes of supernatants were infected to F expressing 
LLC-MK2/F7 cells seeded onto 12-well plates at 37 °C for 1 hour. Then, 

20 after washing once with MEM medium, the cells were cultured in MEM 
medium without serum (containing 40 |ig/ml AraC and 7.5 |ig/ml trypsin) . 
The culture supernatants were recovered on day 7, and were designated 
as P2-d7 samples. Further, total volumes of supernatants were 
infected to F expressing LLC-MK2/F7 cells seeded onto 6-well plates 

25 at 37 °C for 1 hour. Then, after washing once with MEM medium, the 
cells were cultured in MEM medium without serum (containing 7 . 5 ^ig/ml 
trypsin) . The culture supernatants were recovered on day 7, and were 
designated as P3-d7 samples. Further, total volumes of supernatants 
were infected to F expressing LLC-MK2/F7 cells seeded onto 10 cm plates 

30 at 37 °C for 1 hour. Then, after washing once with MEM medium, the 
cells were cultured in MEM medium without serum (containing 4 0 jxg/ml 
AraC and 7.5 \xq/ml trypsin) . The culture supernatants were recovered 
on day 7, and were designated as P4-d7 samples. 

Measurement of CIU by counting LacZ-expressing cells (LacZ-CIU)> 
35 LLC-MK2 cells were seeded onto 6-well plate at 2 . 5x 10 6 

cells/well, and after a 24 hr culture, the cells were washed once 
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with MEM medium without serum and infected with 1/10 fold serial 
dilution series of P3-d7 made using MEM medium at 37 °C for 1 hour. 
Then, the cells were washed once with MEM medium and 1.5 ml MEM medium 
containing 10% serum was added. After a three day culture at 37 °C, 
5 cells were stained with P-Gal staining kit (Invitrogen) . Result of 
experiment repeated three times is shown in Figure 44. As the result 
of counting LacZ staining positive cell number, lx 10 6 ClU/ml virus 
was obtained in P3-d7 samples in any case. 

10 [Example 15] Regulation of gene expression levels using polarity 
effect in Sendai virus 
Construction of SeV genomic cDNA> 

Additional NotI sites were introduced into Sendai virus (SeV) 
full length genomic cDNA, namely pSeV(+) (Kato, A. et al., Genes to 

15 Cells 1: 569-579, 1996), in between start signal and ATG translation 
initiation signal of respective genes. Specifically, fragments of 
pSeV(+) digested with Sphl/Sall (2645 bp), Clal (3246 bp), and 
Clal/EcoRI (5146 bp) were separated with agarose gel electrophoreses 
and corresponding bands were cut out and then recovered and purified 

20 with QIAEXII Gel Extraction System (QIAGEN) as. shown in Figure 4 5(A) . 
The Sphl/Sall digested fragment, Clal digested fragment, and 
Clal/EcoRI digested fragment were ligated to LITMUS38 (NEW ENGLAND 
BIOLABS), pBluescriptll KS+ (STRATAGENE) , and pBluescriptll KS+ 
(STRATAGENE) , respectively, for subcloning. Quickchange 

25 Site-Directed Mutagenesis kit (STRATAGENE) was used for successive 
introduction of NotI sites. Primers synthesized and used for each 
introduction were, sense strand: 

5' -ccaccgaccacacccagcggccgcgacagccacggcttcgg-3' (SEQ ID NO: 19), 
antisense strand: 5' -ccgaagccgtggctgtcgcggccg.ctgggtgtggtcggtgg-3' 

30 (SEQ ID NO: 20) for NP-P, sense strand: 

5' -gaaatttcacctaagcggccgcaatggcagatatctatag-3' (SEQ ID NO: 21), 
antisense strand: 5' -ctatagatatctgccattgcggccgcttaggtgaaatttc-3' 
(SEQ ID NO: 22) for P-M, sense strand: 

5' -gggataaagtcccttgcggccgcttggttgcaaaactctcccc-3' (SEQ ID NO: 23), 

35 antisense strand: 
5' -ggggagagttttgcaaccaagcggccgcaagggactttatccc-3' (SEQ ID NO: 24) 
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f or M-F, sense , strand: 

5'-ggtcgcgcggtactttagcggccgcctcaaacaagcacagatcatgg-3' (SEQ ID NO: 
25), antisense j strand: 

5' -ccatgatctgtgcttgtttgaggcggccgctaaagtaccgcgcpacc-3' (SEQ ID NO: 
5 26) for F-HN, sense strand: 

5' -cctgcccatccatgacctagcggccgcttcccattcaccctggg-3' (SEQ ID NO: 27) , 
antisense strand: 
5' -cccagggtgaatgggaagcggccgctaggtcatggatgggcagg-3' (SEQ ID NO: 28) 
for HN-L. 

10 As templates, Sall/SphI fragment for NP-P, Clal fragments for 

P-M and M-F, and Clal/EcoRI fragments for F-HN and HN-L, which were 
subcloned as described above were used, and introduction was carried 
out according to the protocol accompanying Quickchange Site-Directed 
Mutagenesis kit. Resultants were digested again with the same enzyme 

15 used for subcloning, recovered, and purified. Then, they were 
assembled to Sendai virus genomic cDNA. As a result, 5 kinds of 
genomic cDNA of Sendai virus (pSeV(+)NPP, pSeV(+)PM, pSeV(+)MF, 
pSeV( + )FHN, and pSeV( + )HNL) in which NotI sites are introduced between 
each gene were constructed as shown in Figure 45(B). 

20 As a reporter gene to test gene expression level, human secreted 

type alkaline phosphatase (SEAP) was subcloned by PCR. As primers, 
5' primer: 5' -gcggcgcgccatgctgctgctgctgctgctgctgggcctg-3' (SEQ ID 
NO: 29) and 3' primer: 

5' -gcggcgcgcccttatcatgtctgctcgaagcggccggccg-3' (SEQ ID NO: 30) 

25 added with AscI restriction sites were synthesized and PCR was 
performed. pSEAP-Basic (CLONTECH) was used as template and Pfu turbo 
DNA polymerase (STRATAGENE) was used as enzyme. After PCR, resultant 
products were digested with AscI, then recovered and purified by 
electrophoreses. As plasmid for subcloning, pBluescriptll KS+ 

30 incorporated in its NotI site with synthesized double strand DNA 
[sense strand: 
5' -gcggccgcgtttaaacggcgcgccatttaaatccgtagtaagaaaaacttagggtgaaagt 
tcatcgcggccgc-3' (SEQ ID NO: 31), antisense strand: 
5' -gcggccgcgatgaactttcaccctaagtttttcttactacggatttaaatggcgcgccgtt 

35 taaacgcggccgc-3' (SEQ ID NO: 32)] comprising multicloning site 
(Pmel-Ascl-Swal) and termination signal-intervening 
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sequence-initiation signal was constructed (Figure 46) . To AscI site 
of the plasmid, recovered and purified RCR product was ligated and 
cloned. The resultant was digested with NotI and the SEAP gene 
fragment was recovered and purified by electrophoreses to ligate into 
5 5 types of Sendai virus genomic cDNA and NotI site of pSeV18 + 
respectively. The resultant virus vectors were designated as 
P SeV(+)NPP/SEAP, pSeV ( + ) PM/SEAP, pSeV ( + ) MF/SEAP, pSeV ( + ) FHN/SEAP, 
pSeV(+)HNL/SEAP, and pSeV18 (+) /SEAP, respectively. 
<Virus reconstitution> 

10 LLC-MK2 cells were seeded onto 100 mm culture dishes at 2x 10 6 

cells/dish, and after 24 hour culture the cells were infected with 
recombinant vaccinia virus (PLWUV-VacT7) (Fuerst, T.R. etal., Proc. 
Natl. Acad. Sci. USA 83: 8122-8126, 1986, Kato, A. et al., Genes Cells 
1: 569-579, 1996) expressing T7 polymerase for 1 hour (moi=2) at room 

15 temperature for 1 hour, in which the virus was pretreated with psoralen 
and UV. Each Sendai virus cDNA incorporated with SEAP, pGEM/NP, 
pGEM/P, and pGEM/L were suspended in Opti-MEM medium (GIBCO) at ratio 
of 12 |ig, 4 \iq, 2 |ig, and 4 |ag/dish, respectively, 110 ^1 of SuperFect 
transfection reagent (QIAGEN) was added, and left to stand at room 

20 temperature for 15 min and 3 ml Opti-MEM medium containing 3% FBS 
was added. Then, the cells were washed and DNA-SuperFect mixture was 
added. After a 3 to 5 hour culture, cells were washed twice with MEM 
medium without serum, and cultured 72 hours in MEM medium containing 
cytosine p-D-arabinofuranoside (AraC) . These cells were recovered 

25 and the pellets were suspended with 1 ml PBS, f reeze-thawed three 
times . The 100 ^il of resultant was inoculated into chicken eggs , which 
was preincubated 10 days, and further incubated 3 days at 35°C, then, 
allantoic fluid was recovered. The recovered allantoic fluids were 
diluted to 10~ 5 to 10~ 7 and re-inoculated to chicken eggs to make it 

30 vaccinia virus-free, then recovered similarly and stocked in aliquots 
at -80°C. The virus vectors were designated as SeVNPP/SEAP, 
SeVPM/SEAP, SeVMF/SEAP, SeVFHN/SEAP, SeVHNL/ SEAP, and SeV18/SEAP. 
<Titer measurement by plaque assay> 

CV-1 cells were seeded onto 6-well plates at 5x 10 5 cells/well 

35 and cultured for 24 hours. After washing with PBS, cells were 
incubated 1 hour with recombinant SeV diluted as 10" 3 , 10~\ 1CT 5 , 10~ 6 
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and 1CT 7 by BSA/PBS' (1% BSA in PBS) , washed again with PBS, then overlaid 
with 3 ml/well of BSA/MEM/agarose (0.2% BSA + 2x MEM, mixed with 
equivalent volume of 2% agarose) and cultured alt 37 °C, 0.5% C0 2 for 
6 days. After the culture, 3 ml of ethanol/acetic acid 
5 (ethanol: acetic acid=l:5) was added and left to stand for 3 hours, 
then removed with agarose. After washing three times with PBS, cells 
were incubated with rabbit anti-Sendai virus antibody diluted 
100-folds at room temperature for 1 hour. Then, after washing three 
times with PBS, cells were incubated with Alexa Flour™ labeled goat 
10 anti rabbit Ig(G+H) (Molecular Probe) diluted 200-folds at room 
temperature for 1 hour. After washing three times with PBS, 
fluorescence images were obtained by lumino-image analyzer LAS1000 
(Fuji Film) and plaques were measured. Results are shown in Figure 
47. In addition, results of titers obtained are shown in Table 3. 

15 

Table 3: Results of titers of each recombinant Sendai virus measured 
from results of plaque assay 



Recombinant virus 


Titer (pfu/mi) 


SeV18/SEAP 


3.9X109 


SeVNPP/SEAP 


4.7X108 


SeVPM/SEAP 


3.8X109 


SeVMF/SEAP 


1.5X1010 


SeVFHN/SEAP 


7.0X109 


SeVHNL/SEAP 


7.1X109 



20 

<Comparison of reporter gene expression> 

LLC-MK2 cells were seeded onto a 6-well plate at 1 to 5x 10 5 
cells/well and after a 24 hour culture, each virus vector was infected 
at moi=2 . After 24 hours, 100 \il of culture supernatants was recovered 
25 and SEAP assay was carried out. Assay was accomplished with Reporter 
Assay Kit -SEAP- (Toyobo) and measured by lumino-image analyzer 
LAS1000 (Fuji Film) . The measured values were indicated as relative 
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values by designating value of SeV18+/SEAP as 100. As a result, SEAP 
activity was detected regardless of the position SEAP gene was 
inserted, indicated in Figure 48 . SEAP activity was found to decrease 
towards the downstream of the genome, namely the expression level 
5 decreased. In addition, when SEAP gene is inserted in between NP and 
P genes, an intermediate expression level was detected, in comparison 
to when SEAP gene is inserted in the upstream of NP gene and when 
SEAP gene is inserted between P and M genes. 

10 [Example 16] Increase of propagation efficiency of deficient SeV by 
double deficient AF-HN overlay method 

Since the SeV virus reconstitution method used now utilizes a 
recombinant vaccinia virus expressing T7 RNA polymerase (vTF7-3) , 
a portion of the infected cells is killed by the cytotoxicity of the 

15 vaccinia virus. In addition, virus propagation is possible only in 
a portion of cells and it is preferable if virus propagation could 
be done efficiently and persistently in a more cells. However, in 
the case of paramyxovirus, cell fusion occurs when F and HN protein 
of the same kind virus exists on the cells surface at the same time, 

20 causing syncytium formation (Lamb and Kolakofsky, 1996, Fields 
virology, pll89) . Therefore, FHN co-expressing cells were difficult 
to subculture. Therefore, the inventors thought that recovery 
efficiency of deficient virus may increase by overlaying helper cells 
expressing deleted protein (F and HN) to the reconstituted cells. 

25 By examining overlaying cells with different times of FHN expression, 
virus recovery efficiency of FHN co-deficient virus was notably 
increased. 

LLOMK2 cells (Ix 10 7 cells/dish) grown to 100% confluency in 
10 cm culture dishes was infected with PLWUV-treated vaccinia virus 

30 at moi=2 for 1 hour at room temperature. After that, mixing 12 jag/10 
cm dish, 4 ng/10 cm dish, 2 jig/10 cm dish, 4 jig/10 cm dish, and 4 pg/10 
cm dish of FHN-def icient cDNA comprising d2EGFP (pSeV18 + /AFHN-d2GFP 
(Example 8)), pGEM/NP, pGEM/P, pGEM/L, and pGEM/FHN, respectively 
(3 ml /1 0cm dish as final volume) , and using gene introduction reagent 

35 SuperFect (QIAGEN) , LLC-MK2 cells were introduced with genes using 
a method similar to that as described above for the reconstitution 
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of F-deficient virus. After 3 hours, cells were, washed three times 
with medium without serum, then, the detached cells were recovered 
by slow-speed centrif ugation (1000 rpm/2 min) and suspended in serum 
free MEM medium containing 40 \xg/ml AraC (Sigma) and 7 . 5 Jig/ml trypsin 
5 (GIBCO) and added to cells and cultured overnight . FHN co-expressing 
cells separately prepared, which were 100% confluent 10 cm culture 
dishes, were induced with adenovirus AxCANCre at MOI=10, and cells 
at 4 hours, 6 hours, 8 hours, day 2, and day 3 were washed once with 

5 ml PBS(-) and detached by cell dissociation solution (Sigma). 
10 Cells were collected by slow speed centrif ugation (1000 rpm/2 min) 

and suspended in serum free MEM medium containing 4 0 Jig /ml AraC (Sigma) 
and 7.5 Jig/ml trypsin (GIBCO) . This was then added to cells in which 
FHN co-deficient virus was reconstituted (P0) and cultured overnight. 
Two days after overlaying the cells, cells were observed using 

15 fluorescence microscopy to confirm the spread of virus by GFP 
expression within the cells. The results are shown in Figure 49. 
When compared to the conventional case (left panel) without overlaying 
with cells, notably more GFP-expressing cells were observed when cells 
were overlaid with cells (right) . These cells were recovered, 

20 suspended with 10 7 cells/ml of Opti-MEM medium (GIBCO) and 
f reeze-thawed for three times to prepare a cell lysate. Then, FHN 
co-expressing cells 2 days after induction were infected with the 
lysate at 10 6 cells/100 |il/well, and cultured 2 days in serum free 
MEM medium containing 40 Jig/ml AraC (Sigma) and 7.5 ng/ml trypsin 

25 (GIBCO) at 37 °C in a 5% C0 2 incubator, and the virus titer of culture 
supernatant of PI cells were measured by CIU-GFP (Table 4) . As a 
result, no virus amplification effect was detected 4 hours after FHN 
induction, and notable amplification effects were detected 6 hours 
or more after induction due to cell overlaying. Especially, viruses 

30 released into PI cell culture supernatant were 10 times more after 

6 hours when cell overlaying was done compared to when cell overlaying 
was not done. 

Table 4: Amplification of deficient SeV by double deficient AF-HN 
35 cell overlay method 
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GFP -CIU 


xl0 3 /ml ' 


FHNcell+ad/cre j 


FHN cell- 


4h 6h 8h 2d 3d j 


8-10 


i 

6-9 80-100 70-100 60-100 20-50 



[Example 17] Confirmation of pseudotype Sendai virus's possession 
of F-deficient genome 

Western analysis of proteins of extracts of infected cells was 
5 carried out to confirm that the virus propagated by VSV-G gene 
expression described above is F-deficient type. As a result, 
proteins derived from Sendai virus were detected, whereas F protein 
was not detected, confirming that .the virus is F-deficient type 
(Figure 50) . 

10 

[Example 18] Effect of anti-VSV antibody on infectiousness of 
pseudotype Sendai virus comprising F and HN gene-deficient genome 
To find out whether. pseudotype Sendai virus comprising F and 
HN gene-deficient genome, which was obtained by using VSV-G 

15 expressing line, comprises VSV-G protein in its capsid, neutralizing 
activity of whether or not infectiousness is affected was examined 
using anti-VSV antibody. Virus solution and antibody were mixed and 
left to stand for 30 min at room temperature. Then, LLCG-L1 cells 
in which VSV-G expression has not been induced were infected with 

20 the mixture and gene-introducing capability on day 4 was analyzed 
by the existence of GFP-expressing cells. As a result, perfect 
inhibition of infectiousness was seen by anti-VSV antibody in the 
pseudotype Sendai virus comprising F and HN gene-deficient genome 
(VSV-G in the Figure), whereas no inhibition was detected in Sendai 

25 virus comprising proper capsid (F, HN in the Figure) (Figure 51). 
Thus, the virus obtained in the present example was proven to be 
pseudotype Sendai virus comprising VSV-G protein as its capsid, and 
that its infectiousness can be specifically inhibited by the antibody. 
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[Example 19] Purification of pseudotype Sendai viruses comprising 
F gene-deficient and F and HN gene-deficient genomes by density 
gradient ultracentrif ugation 

Using culture supernatant of virus infected cells, sucrose 
5 density gradient centrif ugation was carried out, to fractionate and 
purify pseudotype Sendai virus comprising deficient genomes of F gene 
and F and HN genes. Virus solution was added onto a sucrose solution 
with a 20 to 60% gradient, then ultracentrif uged for 15 to 16 hours 
at 29000 rpm using SW41 rotor (Beckman) . After ultracentrif ugation, 

10 a hole was made at the bottom of the tube, then 300 \il fractions were 
collected using a fraction collector. For each fraction, Western 
analysis were carried out to test that the virus is a pseudotype Sendai 
virus comprising a genome deficient in F gene or F and HN genes, and 
VSV-G protein as capsid. Western analysis was accomplished by the 

15 method as described above. As a result, in F-deficient pseudotype 
Sendai virus, proteins derived from the Sendai virus, HN protein, 
and VSV-G protein were detected in the same fraction, whereas F protein 
was not detected, confirming that it is a F-deficient pseudotype 
Sendai virus. On the other hand, in F and HN-deficient pseudotype 

20 Sendai virus, proteins derived from Sendai virus, and VSV-G protein 
were detected in the same fraction, whereas F and HN protein was not 
detected, confirming that it is F and HN deficient pseudotype Sendai 
virus (Figure 52) . 

25 [Example 20] Overcoming of haemagglutination by pseudotype Sendai 
virus comprising F gene-deficient and F and HN gene-deficient genomes 
LLC-MK2 cells were infected with either pseudotype Sendai virus 
comprising F gene-deficient or F and HN gene-deficient genome, or 
Sendai virus with normal capsid, and on day 3, 1% avian red blood 

30 cell suspension was added, and left to stand for 30 min at 4°C. 
Thereafter, cell surface of infected cells expressing GFP were 
observed. As a result, for virus with F gene-deficient genome and 
F-deficient pseudotype Sendai virus (SeV/AF, and pseudotype 
SeV/AF (VSV-G) by VSV-G) , agglutination reaction was observed on the 

35 surface of infected cells, as well as for the Sendai virus with the 
original capsid. On the other hand, no agglutination reaction was 
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observed on the surface of infected cells for pseudotype Sendai virus 
comprising F and HN gene-deficient genome (SeV/AF-HN (VSV-G) ) (Figure 
53) . 

5 [Example 21] Infection specificity of VSV-G pseudotype Sendai virus 
comprising F gene-deficient genome to cultured cells 

Infection efficiency of VSV-G pseudotype Sendai virus 
comprising F gene-deficient genome to cultured cells was measured 
by the degree of GFP expression in surviving cells 3 days after 

10 infection using flow cytometry. LLC-MK2 cells showing almost the 
same infection efficiency in pseudotype Sendai virus comprising F 
gene-deficient genome and Sendai virus with original capsid were used 
as controls for comparison. As a result, no difference in infection 
efficiency was found in human ovary cancer HRA cells, whereas in Jurkat 

15 cells of T cell lineage about 2-fold increase in infection efficiency 
of VSV-G pseudotype Sendai virus comprising F gene-deficient genome 
was observed compared to controls (Figure 54). 

[Example 22] Construction of F-deficient type Sendai virus vector 

20 comprising NGF 

<Reconstitution of NGF/SeV/AF> 

Reconstitution of NGF/SeV/AF was accomplished according to the 
above described "Envelope plasmid + F expressing cells overlaying 
method". Measurement of titer was accomplished by a method using 

25 anti-SeV polyclonal antibody. 

Confirmation of virus genome of NGF/SeV/AF (RT-PCR)> 

To confirm NGF/SeV/AF virus genome (Figure 55, upper panel), 
culture supernatant recovered from LLC-MK2/F7 cells were centrifuged, 
and RNA was extracted using QIAamp Viral RNA mini kit (QIAGEN) according 

30 to the manufacturer's protocol. Using the RNA template, synthesis 
and PCR of RT-PCR was carried out using SUPERSCRIPT™ ONE-STEP™ RT-PCR 
SYSTEM (GIBCO BRL) . As control groups, additional type SeV cDNA 
(pSeV18 + b( + ) ) (Hasan, M. K. et al. , J. General Virology 78: 2813-2820, 
1997) was used. NGF-N and NGF-C were used as PCR primers. For NGF-N, 

35 forward: ACTTGCGGCCGCCAAAGTTCAGTAATGTCCATGTTGTTCTACACTCTG (SEQ ID 
NO: 33), and for NGF-C, reverse: 
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ATCCGCGGCCGCGATGAACTTTCACCCTAAGTTTTTCTTACTACGGTCAGCCTCTTCTTGTAGC 
CTTCCTGC (SEQ ID NO: 34) were used. As a result, when NGF-N and NGF-C 
were used as primers, an NGF specific band was detected for NGF/SeV/AF 
in the RT conditions. No band was detected for the control group 
5 (Figure 55, bottom panel). 

[Example 23] NGF protein quantification and measurement of in vitro 
activity expressed after infection of F-def icient type SeV comprising 
NGF gene 

10 Infection and NGF protein expression was accomplished using 

LLC-MK2/F or LLC-MK2 cells grown until almost confluent on culture 
plates of diameter of 10 cm or 6 cm. NGF/SeV/AF and NGF/SeV/AF-GFP 
were infected to LLC-MK2/F cells, and NGF/SeV and GFP/SeV were 
infected to LLC-MK2 cells at m.o.i 0.01, and cultured 3 days with 

15 MEM medium without serum, containing 7.5 |ig/ml trypsin (GIBCO) . 
After the 3 day culture, in which almost 100% of cells are infected, 
medium was changed to MEM medium without trypsin and serum and further 
cultured for 3 days. Then, each culture supernatant were recovered 
and centrifuged at 48, 000x g for 60 min. Then, quantification of NGF 

20 protein and measurement of in vitro activity for the supernatant were 
carried out. Although in the present examples, F-def icient type SeV 
(NGF/SeV/AF, NGF/SeV/AF-GFP) (see Figure 55) are infected to 
LLC-MK2/F cells, if infected with a high m. o . i . (e.g. 1 or 3) , namely, 
infected to cells that are nearly 100% confluent from the beginning, 

25 experiment giving similar results can be performed using F 
non-expressing cells. 

For NGF protein quantification, EL ISA kit NGF Emax Immuno Assay 
System (Promega) and the accompanying protocol were used. 32.4 jag/ml, 
37 . 4 jag/ml, and 10 . 5 Hg/ml of NGF protein were detected in NGF/SeV/AF, 

30 NGF/SeV/AF-GFP, and NGF/ SeV infected cell culture supernatant, 
respectively. In the culture supernatant of NGF/SeV/AF and 
NGF/SeV/AF-GFP infected cells, high concentration of NGF protein 
exists, similar to culture supernatant of NGF/ SeV infected cells, 
confirming that F-deficient type SeV expresses enough NGF. 

35 The measurement of in vitro activity of NGF protein was 

accomplished by using a dissociated culture of primary chicken dorsal 
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Expression level was slightly higher in mpi=10 compared with 
moi=l (Figure 58) . When expression amounts were analyzed at time 
points of 6 h, 12 h, 24 h, and 48 h after induction, high expression 
level of F protein at 48 h after induction was detected in all cases. 
5 In addition, changes in cell shape were monitored in a time 

course as cells were infected with moi=l, 3, 10, 30, and 100. Although 
a notable difference was found up to moi=10, cytotoxicity was observed 
for moi=30 or over (Figure 59) . 
2. Passage number 

10 After induction of F protein to LLC-MK2/F cells using Adeno-Cre, 

cells were passaged 7 times and expression level of F protein and 
the morphology of the cells were analyzed using microscopic 
observation. On the other hand, laser microscopy was used for 
analysis of intracellular localization of F protein after induction 

15 of F protein in cells passaged until the 20 th generation. 

For laser microscopic observation, LLC-MK2/F cells induced with 
F protein expression were put into the chamber glass and after 
overnight culture, media were removed and washed once with PBS, then 
fixed with 3.7% Formalin-PBS for 5 min. Then after washing cells once 

20 with PBS, cells were treated with 0.1% Triton X100-PBS for 5 min, 
and treated with anti-F protein monoclonal antibody (y-236) (1/100 
dilution) and FITC labeled goat anti-rabbit IgG antibody (1/200 
dilution) in this order, and finally washed with PBS and observed 
with a laser microscope. 

25 As a result, no difference was found in F protein expression 

levels in cells passaged up to 7 times (Figure 60) . No notable 
difference was observed in morphological change, infectiousness of 
SeV, and productivity. On the other hand, when cells passaged up to 
20 times were analyzed for intracellular localization of F protein 

30 using the immuno-antibody method, no big difference was found up to 
15 passages, but localization tendency of F protein was observed in 
cells passaged more than 15 times (Figure 61) . 

Taken together, cells before 15 passages are considered 
desirable for the production of F-deficient SeV. 

35 

[Example 25] Correlation between GFP-CIU and anti-SeV-CIU 
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root ganglion (DRG; a sensory neuron of chicken) using survival 
activity as an index (Nerve Growth Factors (Wiley, New York) , 
pp. 95-109 (1989)). Dorsal root ganglion was removed from day 10 
chicken embryo, and dispersed after 0.25% trypsin (GIBCO) treatment 
5 at 37 °C for 20 min. Using high-glucose D-MEM medium containing 100 
units/ml penicillin (GIBCO), 100 units/ml streptomycin (GIBCO), 250 
ng/ml amphotericin B (GIBCO) 20 |XM 2-deoxyuridine (Nakarai) , 20 |aM 
5-f luorodeoxyuridine (Nakarai), 2 mM L-glutamine (Sigma), and 5% 
serum, cells were seeded onto 96-well plate at about 5000 cells/well. 

10 Polylysin precoated 96-well plates (Iwaki) were further coated with 
laminin (Sigma) before use. At the start point, control NGF protein 
or previously prepared culture supernatant after SeV infection was 
added. After 3 days, cells were observed under a microscope as well 
as conducting quantification of surviving cells by adding Alamer blue 

15 (CosmoBio) and using the reduction activity by mitochondria as an 
index (measuring 590 nm fluorescence, with 530 nm excitation) . 
Equivalent fluorescence signals were obtained in control (without 
NGF addition) and where 1/1000 diluted culture supernatant of cells 
infected with SeV/additional-type-GFP (GFP/SeV) was added, whereas 

20 the addition of 1/1000 diluted culture supernatant of cells infected 
with NGF/SeV/AF, NGF/SeV/AF-GFP, and NGF/ SeV caused a notable 
increase in fluorescence intensity, and was judged as comprising a 
high number of surviving cells and survival activity (Figure 56) . 
The value of effect was comparable to the addition of amount of NGF 

25 protein calculated from ELISA. Observation under a microscope proved 
a similar effect. Namely, by adding culture supernatant of cells 
infected with NGF/SeV/AF, NGF/ SeV/AF-GFP, and NGF/ SeV, increase in 
surviving cells and notable neurite elongation was observed (Figure 
57) . Thus, it was confirmed that NGF expressed after infection of 

30 NGF-comprising F-deficient type SeV is active form. 

[Example 24] Detailed analysis of F-expressing cells 
1. moi and induction time course of Adeno-Cre 

By using different moi of Adeno-Cre, LLC-MK2/F cells were 
35 infected and after induction of F protein, the amount of protein 
expression and the change in cell shape were analyzed. 
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Correlation of the results of measuring Cell-Infected Unit 
(CIU) by two methods was analyzed. LLC-MK2 cells were seeded onto 
a 12-well plate at 2x 10 5 cells/dish, and after a 24 hour culture, 
cells were washed once with MEM medium without serum, and infected 
5 with 100 nl/well SeV/AF-GFP. After 15 min, 1 ml/well serum-free MEM 
medium was added and further cultured for 24 hours . After the culture, 
cells were washed three times with PBS(-) and dried up (left to stand 
for approximately 10 to 15 min at room temperature) and 1 ml/well 
acetone was added to fix cells and was immediately removed. Cells 

10 were dried up again (left to stand for approximately 10 to 15 min 
at room temperature) . Then, 300 nl/well of anti-SeV polyclonal 
antibody (DN-1) prepared from rabbits and diluted 1/100 with PBS(-) 
was added to cells and incubated at 37 °C for 45 min and washed three 
times with PBS(-). Then, to the cells, 300 fil/well of anti-rabbit 

15 IgG (H+D) fluorescence-labeled second antibody (Alex™ 568, Molecular 
Probes) diluted 1/200 with PBS(-) was added, and incubated at 37 °C 
for 45 min and washed three times with PBS(-). Then, cells with 
fluorescence were observed under fluorescence microscopy (Emission: 
560 nm, Absorption: 645 nm, Filters: Leica) . 

20 As a control, cells were infected with 100 |il/well of SeV/AF-GFP 

and after 15 min, 1 ml/well of MEM without serum was added. After 
a further 24 hour culture, GFP-expressing cells were observed under 
fluorescence microscopy (Emission:. 360 nm, Absorption: 470 nm, 
Filters: Leica) without further manipulations. 

25 A Good correlation was obtained by evaluating the fluorescence 

intensity by quantification (Figure 62) . 

[Example 26] Construction of multicloning site 

A multicloning site was added to the SeV vector . The two methods 
30 used are listed below. 

1. Several restriction sites in full-length genomic cDNA of Sendai 
virus (SeV) and genomic cDNA of pSeV18 + were disrupted, and another 
restriction site comprising the restriction site disrupted was 
introduced in between start signal and ATG translation initiation 

35 signal of each gene. 

2. Into already constructed SeV vector cDNA, multicloning site 
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46) , F-HN: (sense , strand) 

5' -ggtcgcgcggtactttagtcgacacctcaaacaagcacagatcatgg-3' (SEQ ID 
NO: 47 ) , (antisense J strand) 

5' -ccatgatctgtgcttgtttgaggtgtcgactaaagtaccgcgcgacc-3' (SEQ ID 
5 NO: 48) , HN-L: (sense I strand) 

5' -cccagggtgaatgggaagggccggccaggtcatggatgggcaggagtcc-3' (SEQ ID 
NO: 49) , (antisense strand) 

5'-ggactcctgcccatccatgacctggccggcccttcccattcaccctggg-3' (SEQ ID 
NO: 50), were synthesized and used for the reaction. After 

10 introduction, each fragment was recovered and purified similarly as 
described above, and cDNA were assembled. 

In the case of method 2, (sense strand) 
5' -ggccgcttaattaacggtttaaacgcgcgccaacagtgttgataagaaaaacttagggtga 
aagttcatcac-3' (SEQ ID NO: 51), (antisense strand) 

15 5' -ggccgtgatgaactttcaccctaagtttttcttatcaacactgttggcgcgcgtttaaacc 
gttaattaagc-3' (SEQ ID NO: 52), were synthesized, and after 
phosphorylation, annealed by 85°C 2 min, 65°C 15 min, 37°C 15 min, 
and room temperature 15 min to incorporate into SeV cDNA. 
Alternatively, multicloning sites of pUC18 or pBluescriptll, or the 

20 like, are subcloned by PCR using primers comprising termination signal 
- intervening sequence - initiation signal and then incorporate the 
resultant into SeV cDNA. The virus reconstitution by resultant cDNA 
can be performed as described above. 

25 Industrial Applicability 

The present invention provided Paramyxoviridae virus-derived 
RNP deficient in at least one envelope gene, and the utilization 
thereof as a vector. As a preferable embodiment, vectors comprising 
a complex of RNP and a cat ionic compound are provided. By applying 

30 present invention, antigenicity and/or cytotoxicity problems can be 
avoided when introducing vectors into target cells. 
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sequence and transcription initiation signal - intervening sequence- 
termination signal were added and incorporated into NotI site. 

In the case of method 1, as an introducing method, Eagl-digested 
fragment (2644 bp), Clal-digested fragment (3246 bp), 
5 Clal/EcoRI-digested fragment (5146 bp), and EcoRI-digested fragment 
(5010 bp) of pSeV18 + were separated by agarose electrophoreses and 
the corresponding bands were cut out, then it was recovered and 
purified by QIAEXII Gel Extraction System (QIAGEN) . Eagl-digested 
fragment was ligated and subcloned into LITMUS38 (NEW ENGLAND BIOLABS) 

10 and Clal-digested fragment, Clal/EcoRI-digested fragment, and 
EcoRI-digested fragment were ligated and subcloned into pBluescriptll 
KS+ (STRATAGENE) . Quickchange Site-Directed Mutagenesis kit 
(STRATAGENE) was used for successive disruption and introduction of 
restriction sites. 

15 For disruption of restriction sites, Sal I: (sense strand) 

5' -ggagaagtctcaacaccgtccacccaagataatcgatcag-3' (SEQ ID NO: 35), 
(antisense strand) 5' -ctgatcgattatcttgggtggacggtgttgagacttctcc-3' 
(SEQ ID NO: 36), Nhe I: (sense strand) 

5' -gtatatgtgttcagttgagcttgctgtcggtctaaggc-3' (SEQ ID NO: 37), 

20 (antisense strand) 5' -gccttagaccgacagcaagc.tcaactgaacacatatac-3' . 
(SEQ ID NO: 38), Xho I: (sense strand) 

5' -caatgaactctctagagaggctggagtcactaaagagttacctgg-3' (SEQ ID NO: 39), 
(antisense strand) 
5' -ccaggtaactctttagtgactccagcctctctagagagttcattg-3' (SEQ ID NO: 40), 

25 and for introducing restriction sites, NP-P: (sense strand) 
5' -gtgaaagttcatccaccgatcggctcactcgaggccacacccaaccccaccg-3' (SEQ ID 
NO: 41) , (antisense strand) 

5' -cggtggggttgggtgtggcctcgagtgagccgatcggtggatgaactttcac-3' (SEQ ID 
NO: 42), P-M: (sense strand) 

30 5' -cttagggtgaaagaaatttcagctagcacggcgcaatggcagatatc-3' (SEQ ID NO: 

43) , (antisense strand) 
5' -gatatctgccattgcgccgtgctagctgaaatttctttcaccctaag-3' (SEQ ID NO: 

44) f M-F: (sense strand) 
5'-cttagggataaagtcccttgtgcgcgcttggttgcaaaactctcccc-3' (SEQ . ID 

35 NO:45), (antisense strand) 

5' -ggggagagttttgcaaccaagcgcgcacaagggactttatccctaag-3' (SEQ ID NO: 
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CLAIMS 

1. A complex comprising (a) a negative-strand (single-stranded RNA 
derived from a paramyxovirus, wherein said RNA is modified so as not 

5 express at least one of the envelope proteins of Paramyxoviridae 
viruses, and (b) a protein encoded by and binding to said 
negative-strand single-stranded RNA. 

2. A complex according to claim 1, wherein said negative-strand 
single-stranded RNA is modified so as to express NP, P and L proteins, 

10 but not F, HN or M proteins, or any combination thereof. 

3. A complex according to claim 1 or 2, wherein said negative-strand 
single-stranded RNA derives from the Sendai virus. 

4. A complex according to any of claims 1 through 3, wherein said 
negative-strand single-stranded RNA further encodes a foreign gene. 

15 5. A composition for gene transfer, comprising a complex according 
to claim 4 and a cationic lipid. 

6. A composition for gene transfer, comprising a complex according 
to claim 4 and a cationic polymer. 

7. A method for expressing a foreign gene in a cell, comprising the 
20 step of introducing the composition for gene transfer according to 

claim 5 or 6 into a cell. 
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ABSTRACT 

A functional RNP containing negative-strand single-stranded 
RNA derived from.Sendai virus, which has been modified so as not to 
5 express any envelope protein, has been successfully prepared. An RNP 
comprising a foreign gene is prepared and inserted into a cell with 
the use of a cationic liposome, thereby successfully expressing the 
foreign gene. 
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